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Cys Gin Ser lie He Ser Thr Leu Thr 
145 150 



<210> 531 
<211> 742 
<212> PRT 

<213> Homo sapiens 
<400> 531 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 ,15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Pro Thr Ser Ser Ser Thr Lys 
20 25 30 

Lys Thr Gin Leu Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met- He 
35 40 45 

Leu Asn Gly He Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Me^Leu 
50 55 * 60 

Thr Phe Lys Phe Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu 
65 70 75 80 

Gin Cys Leu Glu Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu 
85 90 95 

Ala Gin Ser Lys Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn 
100 105 110 

He Asn Val He Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met 
115 120 125 

Cys Glu Tyr Ala Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg 
130 135 140 

Trp He Thr Phe Cys Gin Ser He He Ser Thr Leu Thr Asp Ala His 
145 150 155 160 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
165 170 175 

Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
180 185 190 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
195 200 205 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
210 215 220 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
225 230 235 240 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
245 250 255 
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Gin Asn Ala Leu Leu Val Arg Tyx Thr Lys Lys Val Pro Gin Val Ser 
565 570 575 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
580 585 590 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
595 600 605 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
610 615 620 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
625 630 " 635 640 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
645 650 655 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
660 665 670 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
675 680 685 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
690 695 700 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
705 710 715 720 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
725 730 735 

Gin Ala Ala Leu Gly Leu 
740 

<210> 532 

<211> 462 

<212> DNA ... 

<213> Homo sapiens 

<400> 532 

atgtacagga tgcaactcct gtcttgcatt gcactaagtc ttgcacttgt cacaaacagt 60 

gcacctactt caagttctac aaagaaaaca cagctacaac tggagcattt actgctggat 120 

ttacagatga ttttgaatgg aattaataat tacaagaatc ccaaactcac caggatgctc 180 

acatttaagt tttacatgcc caagaaggcc acagaactga aacatcttca gtgtctagaa 240 

gaagaactca aacctctgga ggaagtgcta aatttagctc aaagcaaaaa ctttcactta 300 

agacccaggg acttaatcag caatatcaac gtaatagttc tggaactaaa gggatctgaa 360 

acaacattca tgtgtgaata tgctgatgag acagcaacca ttgtagaatt tctgaacaga 420 

tggattacct tttgtcaaag catcatctca acactgactt ga 462 

<210> 533 
<211> 153 
<212> PRT 
<213> Homo sapiens 
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<400> 533 

Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Cys Gin Ser He He Ser Thr Leu Thr 
145 150 

<210> 534 
<211> 742 
<212> PRT 

<213> Homo sapiens 
<400> 534 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 
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Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 * 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 



Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 
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Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu Gin Leu Glu 
610 615 620 

His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie Asn Asn Tyr 
625 630 635 640 

Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro 
645 650 655 

Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu Glu Glu Leu 
660 665 670 

Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys Asn Phe His 
675 680 685 

Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie Val Leu Glu 
690 695 700 



Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr 
705 710 715 720 
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Ala Thr lie Val Glu Phe Leu Asn Arg Trp He Thr Phe Cys Gin Ser 
725 730 735 

He He Ser Thr Leu Thr 
740 

<210> 535 
<211> 462 
<212> DNA 

<213> Homo sapiens ■ . .. 

<400> 535 ■ / ' " 

atgtacagga tgcaactcct gtcttgcatt gcactaagtc ttgcacttgt cacaaacagt 60 
gcacctactt caagttctac aaagaaaaca cagctacaac tggagcattt actgctggat 120 
ttacagatga ttttgaatgg aattaataat tacaagaatc ccaaactcac caggatgctc 180 
acatttaagt tttacatgcc caagaaggcc acagaactga aacatcttca gtgtctagaa 240 
gaagaactca aacctctgga ggaagtgcta aatttagctc aaagcaaaaa ctttcactta 300 
agacccaggg acttaatcag caatatcaac gtaatagttc tggaactaaa gggatctgaa 360 
acaacattca tgtgtgaata tgctgatgag acagcaacca ttgtagaatt tctgaacaga 420 
tggattacct tttgtcaaag catcatctca acactgactt ga 462 

<210> 536 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 536 

Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu 
1 5 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Airg Met Leu Thr Phe Lys Phe 
50 .55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Cys Gin Ser He lie Ser Thr Leu Thr 
145 150 
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<210> 537 
<211> 738 
<212> PRT 
<213> Homo sapiens 

<400> 537 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Cys Gin Ser He He Ser Thr Leu Thr Asp Ala His Lys Ser Glu Val 
145 150 155 160 

Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
165 170 175 

Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
' 180 185 190 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
195 200 205 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
210 215 220 

Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
225 230 235 240 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
245 250 255 

Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
260 265 270 
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Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
275 280 285 

Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala 
290 295 300 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
305 310 315 320 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
325 330 335 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
340 345 350 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
355 360 365 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
370 375 380 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
385 390 395 400 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
405 410 415 



He Cys Glu Asn Gin Asp Ser He 
420 

Glu Lys Pro Leu Leu Glu Lys Ser 
435 440 

Asp Glu Met Pro Ala Asp Leu Pro 
450 455 

Ser Lys Asp Val Cys Lys Asn Tyr 
465 470 

Gly Met Phe Leu Tyr Glu Tyr Ala 
485 



Ser Ser Lys Leu Lys Glu Cys Cys 
425 430 

His Cys He Ala Glu Val Glu Asn 
445 

Ser Leu Ala Ala Asp Phe Val Glu 
460 

Ala Glu Ala Lys Asp Val Phe Leu 
475 480 

Arg Arg His Pro Asp Tyr Ser Val 
490 495 



Val Leu Leu Leu Arg Leu Ala Lys 
500 

Cys Cys Ala Ala Ala Asp Pro His 
515 520 

Glu Phe Lys Pro Leu Val Glu Glu 
530 535 

Cys Glu Leu Phe Glu Gin Leu Gly 
545 550 

Leu Val Arg Tyr Thr Lys Lys Val 
565 



Thr Tyr Glu Thr Thr Leu Glu Lys 
505 510 

Glu Cys Tyr Ala Lys Val Phe Asp 
525 

Pro Gin Asn Leu He Lys Gin Asn 
540 

Glu Tyr Lys Phe Gin Asn Ala Leu 
555 560 

Pro Gin Val Ser Thr Pro Thr Leu 
570 575 
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Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
580 585 590 



His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 

595 600 605 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 
610 615 620 



Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
625 ~ 630 635 640 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
645 650 655 



Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys 
660 665 670 

Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
675 680 685 



Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
690 695 700 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
705 710 715 720 

Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
725 730 735 

Gly Leu 



<210> 538 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<400> 538 

atgcaactcc tgtcttgcat tgcactaagt cttgcacttg tcacaaacag tgcacctact 60 

tcaagttcta caaagaaaac acagctacaa ctggagcatt tactgctgga tttacagatg 120 

attttgaatg gaattaataa ttacaagaat cccaaactca ccaggatgct cacatttaag 180 

ttttacatgc ccaagaaggc cacagaactg aaacatcttc agtgtctaga agaagaactc 240 

aaacctctgg aggaagtgct aaatttagct caaagcaaaa actttcactt aagacccagg 300 

gacttaatca gcaatatcaa cgtaatagtt ctggaactaa agggatctga aacaacattc 360 

atgtgtgaat atgctgatga gacagcaacc attgtagaat ttctgaacag atggattacc 420 

ttttctcaga gcatcatctc aacactgact tga 453 

<210> 539 
<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 539 

Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu 
15 10 15 



422 



WO 2005/003296 



PCTYUS2004/001369 



Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 .95 

Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Ser Gin Ser He He Ser Thr Leu Thr 
145 150 

<210> 540 
<211> 738 
<212> PRT 

<213> Homo sapiens 
<400> 540 

Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
35 40 , 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 
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Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Cys Gin Ser He He Ser Thr Leu Thr Asp Ala His Lys Ser Glu Val 
145 150 155 160 

Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
165 170 175 

Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
180 185 190 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
195 200 205 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
210 215 220 

Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
.225 230 235 240 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
245 250 255 

Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
260 265 270 

Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
275 280 285 

Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala 
290 295 300 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
305 310 315 320 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
325 330 335 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
340 345 350 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
355 360 365 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
370 375 380 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
385 390 395 400 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
405 410 " 415 



He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys 
420 425 430 
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Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn 
435 440 445 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
450 455 460 

Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
465 470 475 480 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
485 490 m 495 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
500 505 510 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
515 520 525 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn 
530 535 540 

Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu 
545 550 555 560 

Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
565 570 575 

Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
580 585 590 

His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 
595 600 605 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 
610 615 620 

Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
625 630 635 640 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
645 650 655 

Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys 
660 665 670 

Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
675 680 685 

Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
690 695 700 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
705 710 715 " 720 



Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
725 730 735 
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Gly Leu 

<210> 541 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<400> 541 

atgcaactcc tgtcttgcat tgcactaagt cttgcacttg tcacaaacag tgcacctact 60 

tcaagttcta caaagaaaac acagctacaa ctggagcatt tactgctgga tttacagatg 120 

attttgaatg gaattaataa ttacaagaat cccaaactca ccaggatgct cacatttaag 180 

ttttacatgc ccaagaaggc cacagaactg aaacatcttc agtgtctaga agaagaactc 240 

aaacctctgg aggaagtgct aaatttagct caaagcaaaa actttcactt aagacccagg 300 

gacttaatca gcaatatcaa cgtaatagtt ctggaactaa agggatctga aacaacattc 360 

atgtgtgaat atgctgatga gacagcaacc attgtagaat ttctgaacag atggattacc 420 

ttttctcaga gcatcatctc aacactgact tga 453 

<210> 542 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 542 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Ser Gin Ser He He Ser Thr Leu Thr 
145 150 

<210> 543 
<211> 742 
<212> PRT 

<213> Homo sapiens 
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<400> 543 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Pro Thr Ser Ser Ser Thr Lys 
. 20 25 30 

Lys Thr Gin Leu Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie 
35 40 45 

Leu Asn Gly lie Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu 
50 55 60 

Thr Phe Lys Phe Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu 
65 70 75 80 

Gin Cys Leu Glu Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu 
85 90 95 

Ala Gin Ser Lys Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn 
100 105 110 

lie Asn Val He Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met 
115 120 125 

Cys Glu Tyr Ala Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg 
130 135 140 

Trp He Thr Phe Cys Gin Ser He He Ser Thr Leu Thr Asp Ala His 
145 150 155 160 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
165 170 175 

Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
180 185 190 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
195 200 205 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
210 215 220 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
225 230 235 240 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
245 250 255 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
260 265 270 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
275 280 285 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro 
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290 



295 



300 



Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
305 310 315 320 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
325 330 335 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
340 345 350 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
355 360 365 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
370 375 380 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
385 390 395 400 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
405 410 415 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
420 425 430 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
435 440 445 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
450 455 460 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
465 470 475 480 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
485 490 495 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
500 505 510 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
515 520 . 525 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
530 535 540 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
545 550 555 560 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
565 570 575 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
580 585 590 



Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
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<40O> 543 

Met Lys Trp Val Ser Phe lie Ser Leu lieu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Pro Thr Ser Ser Ser Thr Lys 
20 25 30 

Lys Thr Gin Leu Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie 
35 40 45 

Leu Asn Gly lie Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu 
50 55 60 

Thr Phe Lys Phe Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu 
65 70 75 80 

Gin Cys Leu Glu Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu 
85 90 95 

Ala Gin Ser Lys Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn 
100 105 110 

lie Asn Val lie Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met 
115 120 125 

Cys Glu Tyr Ala Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg 
130 135 140 

Trp He Thr Phe Cys Gin Ser He He Ser Thr Leu Thr Asp Ala His 
145 150 155 160 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
165 170 175 

Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
180 185 190 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
195 200 205 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
210 215 220 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
225 230 235 240 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
245 250 255 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
260 265 270 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
275 280 285 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro 
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290 



295 



300 



Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
305 310 315 320 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
325 330 335 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala l!?s 
340 345 350 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
355 360 365 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
370 375 380 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
385 390 395 400 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
405 410 415 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
420 425 430 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
435 440 445 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
450 455 460 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
465 470 475 480 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
485 490 495 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
500 505 510 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
515 520 . 525 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
530 535 540 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
545 550 555 560 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
565 570 575 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
580 585 590 



Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
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595 600 605 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
610 615 620 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
625 630 635 640 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
645 650 655 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
660 665 670 

Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu 
675 680 685 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
690 695 700 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
705 710 715 720 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
725 730 735 

Gin Ala Ala Leu Gly Leu 
740 

<210> 544 
<211> 462 
<212> DNA 
<213> Homo sapiens 

<400> 544 

atgtacagaa tgcaattgtt gtcttgtatt gctttgtctt tggctttggt tactaactct 60 

gctccaactt cttcttctac taagaagact caattgcaat tggaacactt gttgttggac 120 

ttgcaaatga tcttaaacgg tataaacaac tataaaaacc caaagttgac tagaatgttg 180 

actttcaagt tctacatgcc aaagaaagct actgaattga agcacttgca atgtttggaa 240 

gaagaattga agccattgga agaagttttg aacttggctc aatctaagaa cttccacttg 300 

agaccaagag atttgatttc taacattaac gttattgttt tggaattgaa gggttctgaa 360 

actactttta tgtgcgagta cgcagacgaa actgctacta tcgttgagtt cttaaatagg 420 

tggatcactt tctgccaatc tattatttct actttgacat aa 462 

<210> 545 
<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 545 

Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
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35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Cys Gin Ser He He Ser Thr Leu Thr 
145 150 

<210> 546 
<211> 742 
<212> PRT 
<213> Homo sapiens 

<400> 546 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35/ 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 '75 .80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
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145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 ~ 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
.420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
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450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
\ 515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu Gin Leu Glu 
610 615 620 

His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He Asn Asn Tyr 
625 630 635 640 

Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro 
645 650 655 

Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu Glu Glu Leu 
660 665 670 

Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys Asn Phe His 
675 680 685 

i 

Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He Val Leu Glu 
690 695 700 

Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr 
705 710 715 720 

Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe Cys Gin Ser 
725 730 "* 735 

lie He Ser Thr Leu Thr 
740 

<210> 547 
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<211> 462 

<212> DNA . 

<213> Homo sapiens 



<400> 547 

atgtacagaa tgcaattgtt gtcttgtatt gctttgtctt tggctttggt tactaactct 60 

gctccaactt cttcttctac taagaagact caattgcaat tggaacactt gttgttggac 120 

ttgcaaatga tcttaaacgg tataaacaac tataaaaacc caaagttgac tagaatgttg 180 

actttcaagt tctacatgcc aaagaaagct actgaattga agcacttgca atgtttggaa 240 

gaagaattga agccattgga agaagttttg aacttggctc aatctaagaa cttccacttg 300 

agaccaagag atttgatttc taacattaac gttattgttt tggaattgaa gggttctgaa 360 

actactttta tgtgcgagta cgcagacgaa actgctacta tcgttgagtt cttaaatagg 420 

tggatcactt tctgccaatc tattatttct actttgacat aa 462 

<210> 548 
<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 548 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys ; 

85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He 
100 105 110 



Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Cys Gin Ser He He Ser Thr Leu Thr 
145 150 



<210> 549 
<211> 27 
<212> PRT 

<213> Homo sapiens 



<220> 
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<221> MI SC_FEATURE 
<222> (1) 

<223> Xaa equals thiopropionic acid (Tpa) 
<220> 

<221> MIS COFEATURE 
<222> (23) 

<223> Xaa equals biphenylalanine (Bip) 
<400> 549 

Xaa Asn Leu His Phe Cys Gin Leu Arg Cys Lys Ser Leu Gly Leu Leu 
15 10 15 

Gly Lys Cys Ala Gly Ser Xaa Cys Ala Cys Val 
20 25 

<210> 550 

<211> 21 

<212> PRT 

<213> Homo sapiens 

<400> 550 

Met Trp Trp Arg Leu Trp Trp Leu Leu Leu Leu Leu Leu Leu Leu Trp 
1 5 10 .15 

Pro Met Val Trp Ala 
20 



<210> 551 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<400> 551 

agtggtgccc ttcctcccgc tccagcggca ccacgtccgg cactgcgtgc tcaacgagct 60 
ggcccagctg ggcctggagc caag 84 

<210> 552 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<40O> 552 

agtggtgccc ttcctcccgc tccagcggca ccacgtccgg cactgcgtgc tcaacgagct 60 
ggcccagctg ggcctggagc caag 84 

<210> 553 

<211> 87 

<212> DNA 

<213> Homo sapiens 

<400> 553 

agtggtgccc ttcctcccgc tccagcggca ccacgtccgg cactgcgtgc tcaacgagct 60 
ggcccagctg ggcctggagc caaggga 87 

<210> 554 
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<211> 87 

<212> DNA 

<213> Homo sapiens 

<400> 554 

agtggtgccc ttcctcccgc tccagcggca ccacgtccgg cactgcgtgc tcaacgagct 60 
ggcccagctg ggcctggagc caaggga 87 

<210> 555 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 555 

gccatcttca tcttcatcag atggcttctc aaactcgggc atcatggaag agcgcctcct 60 

<210> 556 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 556 

gccatcttca tcttcatcag atggcttctc aaactcgggc atcatggaag agcgcctcct 60 

<210> 557 
<211> 637 
<212> PRT 

<213> Homo sapiens 
<400> 557 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 
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Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 . 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 
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Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 " 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 * 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu 
610 615 620 

Arg Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala Lys 
625 630 635 



<210> 558 

<211> 637 

<212> PRT 

<213> Homo sapiens 

<400> 558 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Gly Ala Leu Pro Pro Ala Pro 
20 25 30 

Ala Ala Pro Arg Pro Ala Leu Arg Ala Gin Arg Ala Gly Pro Ala Gly 
35 40 45 

Pro Gly Ala Lys Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
50 55 60 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
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65 



70 



75 



80 



Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
85 90 95 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
100 105 110 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
115 120 125 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
130 135 140 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
145 150 155 160 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
165 170 175 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
180 185 190 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
195 200 205 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
210 215 220 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
225 230 235 240 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
245 250 255 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
260 265 270 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
275 280 285 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
290 295 300 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
305 310 315 320 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
325 330 335 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
340 345 350 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
355 360 365 



Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
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370 375 380 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
385 390 395 400 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
405 410 415 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
420 425 430 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
435 440 445 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
450 455 460 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
465 470 475 480 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
485 490 495 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
500 505 510 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
515 520 525 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
530 535 540 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
545 550 555 560 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys 
565 570 575 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
580 585 590 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
595 600 605 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
610 615 620 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 559 
<211> 638 
<212> PRT 
<213> Homo sapiens 
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<400> 559 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 
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Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 : .525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 " 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 *" " 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 



Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 
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Leu Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu 
610 615 620 

Arg Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala Lys Gly. 
625 630 635 



<210> 560 
<211> 638 
<212> PRT 
<213> Homo sapiens 

<400> 560 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Gly Ala Leu Pro Pro Ala Pro 
20 25 30 

Ala Ala Pro Arg Pro Ala Leu Arg Ala Gin Arg Ala Gly Pro Ala- Gly 
35 40 45 

Pro Gly Ala Lys Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe 
50 55 60 

Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe 
65 70 75 80 

Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val 
85 90 95 

Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala 
100 105 no 

Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys 
115 120 125 

Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys 
130 135 140 

Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp 
145 150 155 160 

Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met 
165 170 175 

Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu 
180 185 190 

Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu 
195 200 205 

Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala 
210 215 220 
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Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp 
225 230 235 240 

Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu 
245 250 255 

Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu 
260 265 270 

Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val 
275 280 285 

Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu 
290 295 300 

Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn 
305 310 315 320 

Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu 
325 330 335 

Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro 
340 345 350 

Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val 
355 360 365 

Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu 
370 375 380 

Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu 
385 390 395 400 

Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala 
405 410 415 

Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro 
420 425 430 

Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe 
435 440 445 

Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr 
450 455 460 

Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser 
465 470 475 480 

Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala 
485 490 495 

Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin 
500 505 510 



Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys 
515 520 525 
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Cys Cys Thr Glu Ser Leu Val Asn 
530 535 

Glu Val Asp Glu Thr Tyr Val Pro 
545 550 

Thr Phe His Ala Asp lie Cys Thr 
565 

Lys Lys Gin Thr Ala Leu Val Glu 
580 

Thr Lys Glu Gin Leu Lys Ala Val 
595 600 

Glu Lys Cys Cys Lys Ala Asp Asp 
610 615 

Gly Lys Lys Leu Val Ala Ala Ser 
625 630 



Arg Arg Pro Cys Phe Ser Ala Leu 
540 

Lys Glu Phe Asn Ala Glu Thr Phe 
555 560 

Leu Ser Glu Lys Glu Arg Gin lie 
570 575 

Leu Val Lys His Lys Pro Lys Ala 
585 590 

Met Asp Asp Phe Ala Ala Phe Val 
605 

Lys Glu Thr Cys Phe Ala Glu Glu 
620 

Gin Ala Ala Leu Gly Leu 
635 



<210> 561 

<211> 629 

<212> PRT 

<213> Homo sapiens 

<400> 561 

Het Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60. 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 



444 



WO 2005/003296 



PCT7US2004/001369 



145 



150 



155 



160 



Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 - 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 



Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
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450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala He Phe He Phe He Arg Trp Leu Leu Lys Leu Gly His His 
610 615 620 

Gly Arg Ala Pro Pro 
625 



<210> 562 
<211> 629 
<212> PRT 
<213> Homo sapiens 

<400> 562 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala He Phe lie Phe He Arg Trp 
20 25 30 

Leu Leu Lys Leu Gly His His Gly Arg Ala Pro Pro . Asp Ala His Lys 
35 40 45 

Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys 
50 55 60 

Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe 
65 70 75 80 
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Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr 
85 90 95 

Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr 
100 105 110 

Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr 
115 120 125 

Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu 
130 135 140 

Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val 
145 150 155 160 

Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu 
165 170 175 

Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr 
180 185 190 

Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala 
195 200 205 

Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro 
210 215 220 

Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin 
225 230 235 240 

Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys 
245 250 255 

Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe 
260 265 270 

Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu 
275 280 285 

Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu 
290 295 300 

Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys 
305 310 315 320 

Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu 
325 330 335 

Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp 



340 



345 



350 



Phe Val Glu 
355 



Ser 



Lys 



Asp Val Cys 
360 



Lys Asn Tyr Ala Glu 
365 



Ala 



Lys Asp 



Val Phe Leu 
370 



Gly 



Met 



Phe Leu Tyr 
375 



Glu Tyr Ala Arg Arg 
380 



His 



Pro Asp 
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Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyx Glu Thr Thr 
385 390 395 400 

Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys 
405 410 415 

Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He 
420 425 430 

Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin 
435 440 445 

Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr 
450 455 460 

Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys 
465 470 475 480 

Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr 
485 490 495 

Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro 
500 505 510 



Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg 
515 520 525 

Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys 
530 535 540 

Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu 
545 550 555 560 

Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu 
565 570 575 

Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met 
580 585 590 

Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys 
595 600 605 

Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin 
610 615 620 

Ala Ala Leu Gly Leu 
625 



<210> 563 
<211> 28 
<212> PRT 

<213> Homo sapiens 



<400> 563 

Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu Arg 
15 10 15 
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Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala Lys 
20 25 



<210> 564 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 564 

Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu Arg 



10 



15 



Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala Lys 
20 25 



<210> 565 

<211> 29 

<212> PRT 

<213> Homo sapiens 

<400> 565 

Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu Arg 



10 



15 



Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala Lys Gly 
20 25 



<210> 566 

<211> 29 

<212> PRT 

<213> Homo sapiens 

<400> 566 

Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu Arg 

Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala Lys Gly 
20 25 



<210> 567 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 567 

Ala He Phe lie Phe lie Arg Trp Leu Leu Lys Leu Gly His His Gly 
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Arg Ala Pro Pro 
20 



<210> 568 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 568 

Ala lie Phe lie Phe lie Arg Trp Leu Leu Lys Leu Gly His His Gly 
1 5 10 15 

Arg Ala Pro Pro 
20 



450 
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Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
165 170 175 

Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
180 185 190 

Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala 
.195 200 205 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
210 215 220 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
225 230 235 240 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
245 250 255 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
260 265 270 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
275 280 285 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
290 295 300 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
305 310 315 320 

He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys 
325 330 335 

Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn 
340 345 350 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
355 360 365 

Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
370 375 380 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
385 390 395 400 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
405 410 415 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
420 425 430 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn 
435 440 445 

Cys Glu Leu Phe Glu Gin Leu Gly Glu. Tyr Lys Phe Gin Asn Ala Leu 
450 455 460 



145 



WO 2005/003296 



PCT/US2004/001369 



Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
465 470 475 480 

Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
485 490 495 

His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 
500 505 510 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 

515 520 - ; , 525 

Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
530 535 540 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
545 550 555 560 

Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys 
565 570 575 

Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
580 585 590 

Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
595 600 605 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
610 615 620 

Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
625 630 635 640 

Gly Leu 



<210> 234 
<211> 630 
<212> PRT 
<213> Homo sapiens 

<400> 234 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg 
20 25 30 

Lys Met Asp Arg He Ser Ser Ser Ser Gly Leu Gly Cys Asp Ala His 
35 40 45 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
50 55 60 
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Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
65 70 75 80 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
85 90 95 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His .; 
100 105 110 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
115 120 125 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
130 135 140 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
145 150 155 160 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
165 170 175 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro 
180 185 190 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
195 200 205 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
210 215 220 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
225 230 235 240 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
245 250 255 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
260 265 270 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
275 280 285 

Glu Cys Cys His Gly Asp Leu Leu Glu dys Ala Asp Asp Arg Ala Asp 
290 295 300 

Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu 
305 310 315 320 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala 
325 330 335 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
340 345 350 



Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
355 360 365 
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Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
370 375 380 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
385 390 395 400 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
405 410 415 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
420 425 430 

He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
435 440 445 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
450 455 460 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
465 470 475 480 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
485 490 495 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
500 505 510 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
515 520 525 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
530 535 540 

Lys Glu Phe . Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr 
545 550 555 560 

Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu 
565 570 575 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
580 585 590 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
595 600 605 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
610 615 620 



Gin Ala Ala Leu Gly Leu 
625 630 



<210> 235 
<211>63i 
<212> PRT 
<213> Homo sapiens 
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<400> 235 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
1 5 10 15 

lie Ser Ala Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg 
20 25 30 

Lys Met Asp Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Asp Ala 
35 40 45 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
50 55 60 

Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
65 70 75 80 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
85 90 95 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
100 105 110 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
115 120 125 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
130 135 140 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
145 150 155 160 

Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
165 170 175 

Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His 
180 185 190 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys 
195 200 205 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
210 215 220 

Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
225 230 235 240 

Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
245 250 255 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
260 265 270 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
275 280 285 

Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala 
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290 295 300 

Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys 
305 310 315 320 

Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He 
325 330 335 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
340 345 350 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
355 360 365 

Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
370 375 380 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
385 390 395 400 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
405 410 415 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
420 425 430 

Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
435 440 445 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
450 455 ~ 460 

Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
465 470 475 480 

Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 
485 490 495 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
500 505 510 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 
515 520 525 

Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 
530 535 540 

Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys 
545 550 555 560 

Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val 
565 570 575 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 
580 585 590 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 
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595 



600 



605 



Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 
610 615 620 

Ser Gin Ala Ala Leu Gly Leu 



<210> 236 
<211> 632 
<212> PRT 
<213> Homo sapiens 

<400> 236 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg 
20 25 30 

Lys Met Asp Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Asp 
35 40 45 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
50 55 60 

Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin 
65 70 75 80 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
85 90 95 

Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
100 105 110 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
115 120 125 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
130 ' 135 140 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
145 150 155 160 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
165 170 175 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg 
180 185 190 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 



625 



630 



195 



200 



205 



Lys 



Ala 
210 



Ala 



Phe 



Thr Glu Cys Cys Gin Ala Ala Asp 
215 220 



Lys Ala Ala Cys 
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Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
225 230 235 240 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
245 250 255 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
260 265 270 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
275 280 285 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
290 295 300 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
305 310 315 320 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
325 330 335 

lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
340 345 350 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
355 360 365 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
370 375 380 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
385 390 395 400 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
405 410 415 

Tyr Ala Lys Val Phe Asp Glu . Phe Lys Pro Leu Val Glu Glu Pro Gin 
420 . .425 430 

Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
435 440 445 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
450 455 460 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
465 470 475 480 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
485 490 495 

Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
500 505 510 

Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
515 520 525 
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Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
530 535 540 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
545 550 555 560 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
565 570 575 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
580 585 590 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
595 600 605 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
610 615 620 



Ala Ser Gin Ala Ala Leu Gly Leii 
625 630 



<210> 237 
<211> 642 
<212> PRT 
<213> Homo sapiens 

<400> 237 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 . 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 
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Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 . 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu ■ 
3 *5 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 
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Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr lie Leu Asp 
610 615 620 

Asn Leu Ala Ala Arg Asp Phe lie Asn Trp Leu lie Gin Thr Lys lie 
625 630 635 640 

Thr Asp 



<210> 238 
<211> 642 
<212> PRT 
<213> Homo sapiens 

<400> 238 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Gly Asp Gly Ser Phe Ser Asp 
20 25 30 

Glu Met Asn Thr lie Leu Asp Asn Leu Ala Ala Arg Asp Phe lie Asn 
35 40 45 

Trp Leu lie Gin Thr Lys He Thr Asp Asp Ala His Lys Ser Glu Val 
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50 



55 



60 



Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
65 70 75 80 

Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
85 90 95 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
100 105 HO 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
115 120 125 

Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
130 135 140 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
145 150 155 160 

Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
165 170 175 

Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
180 185 190 

Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala 
195 200 205 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
210 215 220 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
225 230 235 240 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
245 250 255 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
260 265 270 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
275 280 285 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
290 295 300 



Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
305 310 315 320 

He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys 
325 330 335 

Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn 
340 345 350 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
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355 



360 



365 



Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
370 375 380 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
.385 390 395 400 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
405 410 415 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
420 425 430 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn 
435 440 445 

Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu 
450 455 460 

Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
465 470 475 480 

Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
485 490 495 

His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 
500 505 510 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 
515 520 525 

Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
530 535 540 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
545 550 555 560 

Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys 
565 570 575 

Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
580 585 590 

Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
595 600 605 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
610 615 620 

Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
625 .630 635 640 



Gly Leu 
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<210> 239 
<211> 636 
<212> PRT 

<213> Homo sapiens 
<400> 239 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe. Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 . 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 
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Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asd 
3 °5 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cvs 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 



Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 . 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 
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Ala Phe Val" Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Gly He Phe Thr Asp Ser Tyr Ser Arg Tyr Arg Lys 
610 615 620 

Gin Met Ala Val Lys Lys Tyr Leu Ala Ala Val Leu 
625 630 635 



<210> 240 

<211> 636 

<212> PRT 

<213> Homo sapiens 

<400> 240 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 .15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Gly He Phe Thr Asp 
20 25 30 

Ser Tyr Ser Arg Tyr Arg Lys Gin Met Ala Val Lys Lys Tyr Leu Ala 
35 40 45 

Ala Val Leu Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp 
50 55 60 

Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin 
65 70 75 80 

Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu 
85 90 95 

Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn 
100 105 110 

Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val 
H5 120 125 

Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys 
130 135 140 

Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn 
145 150 155 160 

Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr 
165 170 175 

Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu 
180 185 190 
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He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe 
195 200 205 

Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp 
210 215 220 

Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly 
225 230 235 240 

Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys 
245 250 255 

Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin 
260 265 270 

Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp 
275 280 285 

Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys 
290 295 300 

Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp 
305 310 315 . 320 

Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu 
325 330 335 

Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp 
340 345 350 

Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys 
355 360 365 

Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu 
370 375 380 

{ 

Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu 
385 390 395 400 

Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp 
405 410 415 

Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val 
420 425 430 

Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin 
435 440 445 

Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys 
450 455 460 

Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn 
465 470 475 480 

Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg 
485 490 495 
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Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys 
500 505 510 

Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys 
515 520 525 

Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val 
530 535 540 

Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe 
545 550 555. 560 

His Ala Asp lie Cys Thr lieu Ser Glu Lys Glu Arg Gin He Lys Lys 
.565 570 575 

Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys 
580 585 590 

Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys 
595 600 605 

Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys 
610 615 620 

Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 241 
<211> 647 
<212> PRT 
<213> Homo sapiens 

<400> 241 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
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115 



120 



125 



His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 



Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
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420 



425 



430 



Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Gly He Phe Thr Asp Ser Tyr Ser Arg Tyr Arg Lys 
610 615 620 

Gin Met Ala Val Lys Lys Tyr Leu Ala Ala Val Leu Gly Lys Arg Tyr 
625 630 635 640 

Lys Gin Arg Val Lys Asn Lys 



<210> 242 
<211> 647 
<212> PRT 
<213> Homo sapiens 

<400> 242 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Gly He Phe Thr Asp 



645 



20 



25 



30 
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Ser Tyr Ser Arg Tyr Arg Lys Gin Met Ala Val Lys Lys Tyr Leu Ala 
35 40 45 

Ala Val Leu Gly Lys Arg Tyr Lys Gin Arg Val Lys Asn Lys Asp Ala 
50 55 60 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
65 70 75 80 

Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
85 90 95 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
100 105 110 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
115 - 120 125 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
130 135 140 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
145 150 155 160 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
165 170 175 

Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
180 185 190 

Glu Glu Thr Phe Leu Lys Lys Tyr^ Leu Tyr Glu lie Ala Arg Arg His 
195 200 205 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys 
210 215 220 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
225 230 235 240 

Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
245 250 255 

Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
260 265 270 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
275 280 285 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
290 295 300 

Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala 
305 310 315 320 



Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser He Ser Ser Lys 
325 330 335 
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Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie 
340 345 350 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
355 360 365 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
370 375 380 

Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
385 390 395 400 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
405 410 415 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
420 425 430 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
435 440 445 

Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
450 455 460 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
465 470 475 480 

Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
485 490 495 

Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 
500 505 510 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
515 520 525 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 
530 535 540 

Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 
545 550 555 560 

Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys 
565 570 575 

Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val 
580 585 590 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 
595 600 605 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 
610 615 620 



Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 
625 630 635 640 
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Ser Gin Ala Ala Leu Gly Leu 
645 



<210> 243 
<211> 728 
<212> PRT 
<213> Homo sapiens 

<400> 243 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 .5 : 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 .135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 
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Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 



Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 
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Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser 
610 615 620 

He Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met 
625 630 635 640 

Ser Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly 
645 650 655 

Gin Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr 
660 665 670 

Thr Lys Glu Gly Cys Arg Gly He Asp Lys Arg His Trp Asn Ser Gin 
675 680 685 

Cys Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys 
690 695 700 

Lys Arg lie Gly Trp Arg Phe He Arg He Asp Thr Ser Cys Val Cys 
705 710 715 720 



Thr Leu Thr He Lys Arg Gly Arg 
725 



<210> 244 
<211> 728 
<212> PRT 
<213> Homo sapiens 

<400> 244 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Pro Ala Arg Arg Gly 
20 25 30 

Glu Leu Ser Val Cys Asp Ser He Ser Glu Trp Val Thr Ala Ala Asp 
35 40 45 

Lys Lys Thr Ala Val Asp Met Ser Gly Gly Thr Val Thr Val Leu Glu 
50 55 60 

Lys Val Pro Val Ser Lys Gly Gin Leu Lys Gin Tyr Phe Tyr Glu Thr 
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65 



70 



75 



80 



Lys Cys Asn Pro Met Gly Tyr Thr Lys Glu Gly Cys Arg Gly lie Asp 
85 90 95 

Lys Arg His Trp Asn Ser Gin Cys Arg Thr Thr Gin Ser Tyr Val Arg 
100 105 110 

Ala Leu Thr Met Asp Ser Lys Lys Arg lie Gly Trp Arg Phe lie Arg 
115 120 125 

He Asp Thr Ser Cys Val Cys Thr Leu Thr He Lys Arg Gly Arg Asp 
130 135 140 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
145 150 155 160 

Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin 
165 170 175 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
180 185 190 

Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
195 200 205 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
210 215 220 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
225 230 235 240 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
245 250 255 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
260 265 270 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg 
275 280 285 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
290 295 300 

Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
305 310 315 320 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
325 330 335 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
340 345 350 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
355 360 365 



Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
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370 



375 



380 



His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
385 390 395 400 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
405 410 415 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
420 425 430 

lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
435 440 445 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
450 455 460. 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
465 470 475 480 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
485 490 495 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
500 505 510 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
515 520 525 

Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
530 535 540 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
545 550 555 560 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
565 570 575 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
580 585 590 

Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
595 600 605 

Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
610 615 . 620 

Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
625 630 635 640 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
645 650 655 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
660 665 670 



Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
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. 675 680 685 

Ala Val Met Asp Asp Phe Ma Ala Phe Val Glu Lys Cys Cys Lys Ala 
690 695 700 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
705 710 715 720 

Ala Ser Gin Ala Ala Leu Gly Leu 
725 



<210> 245 
<211> 728 
<212> PRT 
<213> Homo sapiens 

<400> 245 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110- 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 ; 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

/• 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 
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Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 "410 . 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 



Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 
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Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 " "* 585 590 

Ala Glu Glu Gly. Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser 
610 615 620 

lie Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met 
625 630 635 640 

Ser Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly 
645 650 655 

Gin Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr 
660 665 670 

Thr Lys Glu Gly Cys Arg Gly lie Asp Lys Arg His Trp Asn Ser Gin 
675 680 685 

Cys Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys 
690 695 700 

Lys Arg lie Gly Trp Arg Phe lie Arg lie Asp Thr Ser Cys Val Cys 
705 ~ 710 . 715 720 



Thr Leu Thr lie Lys Arg Gly Arg 
725 



<210> 246 
<211> 728 
<212> PRT 
<213> Homo sapiens 

<400> 246 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Pro Ala Arg Arg Gly 
20 25 30 
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Glu Leu Ser Val Cys Asp Ser He Ser Glu Trp Val Thr Ala Ala Asp 
35 40 45 

Lys Lys Thr Ala Val Asp Met Ser Gly Gly Thr Val Thr Val Leu Glu 
50 55 60 

Lys Val Pro Val Ser Lys Gly Gin Leu Lys Gin Tyr Phe Tyr Glu Thr 
65 70 75 80 

Lys Cys Asn Pro Met Gly Tyr Thr Lys Glu Gly Cys Arg Gly He Asp 
85 90 95 

Lys Arg His Trp Asn Ser Gin Cys Arg Thr Thr Gin Ser Tyr Val Arg 
100 105 110 

Ala Leu Thr Met Asp Ser Lys Lys Arg lie Gly Trp Arg Phe He Arg 
115 120 125 

■> 

He Asp Thr Ser Cys Val Cys Thr Leu Thr He Lys Arg Gly Arg Asp 
130 135 140 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
145 150 155 160 

Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin 
165 170 175 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
180 185 190 

Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
195 200 205 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
210 215 220 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
225 230 235 240 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
245 250 255 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
260 265 270 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg 
275 280 285 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
290 295 300 

Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
305 310 315 320 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
325 330 335 
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Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
340 345 350 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
355 360 365 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
370 375 380 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
385 390 395 400 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
405 410 415 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
420 * 425 430 

He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
435 j 440 445 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
450 455 460 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
465 470 475 480 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
485 490 495 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
500 505 510 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
515 520 525 

Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
530 535 540 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
545 550 555 560 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
565 570 575 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
580 585 590 

Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
595 600 605 

Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
610 615 620 



Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
625 630 635 640 
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Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
645 650 655 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
660 665 670 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
675 680 . 685 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
690 695 700 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
705 710 715 720 

Ala Ser Gin Ala Ala Leu Gly Leu 
725 



<210> 247 
<2U> 728 
<212> PRT 

<213> Homo sapiens 
<400> 247 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 * 175 
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Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 * 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 * 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435. 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 



Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 
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Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

\ 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser 
610 615 620 

He Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met 
625 630 635 640 

Ser Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly 
645 650 655 

Gin Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr 
660 665 670 

Thr Lys Glu Gly Cys Arg Gly He Asp Lys Arg His Trp Asn Ser Gin 
675 680 685 

Cys Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys 
690 695 700 

Lys Arg He Gly Trp Arg Phe He Arg lie Asp Thr Ser Cys Val Cys 
705 710 715 720 

Thr Leu Thr He Lys Arg Gly Arg 
725 



<210> 248 
<211> 728 
<212> PRT 

<213> Homo sapiens 
<400> 248 
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Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Pro Ala Arg Arg Gly 
20 25 30 

Glu Leu Ser Val Cys Asp Ser lie Ser Glu Trp Val Thr Ala Ala Asp 
35 40 45 

Lys Lys Thr Ala Val Asp Met Ser Gly Gly Thr Val Thr Val Leu Glu 
50 55 60 

Lys Val Pro Val Ser Lys Gly Gin Leu Lys Gin Tyr Phe Tyr Glu Thr 
65 70 75 80 

Lys Cys Asn Pro Met Gly Tyr Thr Lys Glu Gly Cys Arg Gly lie Asp 
85 90 95 

Lys Arg His Trp Asn Ser Gin Cys Arg Thr Thr Gin Ser Tyr Val Arg 
100 105 110 

Ala Leu Thr Met Asp Ser Lys Lys Arg He Gly Trp Arg Phe He Arg 
115 120 125 

He Asp Thr Ser Cys Val Cys Thr Leu Thr He Lys Arg Gly Arg Asp 
130 135 140 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
145 150 155 160 

Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin 
165 170 175 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
180 185 190 

Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
195 200 205 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
210 215 220 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
225 230 235 240 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
245 250 255 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
260 265 270 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg 
275 280 285 



His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
290 295 300 
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Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
305 310 315 320 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
325 330 335 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
340 345 350 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
355 360 365 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
370 375 380 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
385 390 395 400 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
405 410 415 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
420 425 430 

lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
435 440 445 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
450 455 460 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
465 470 475 480 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
485 490 495 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
500 505 510 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
515 520 525 

Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
530 535 540 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
545 550 555 560 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
565 570 575 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
580 585 590 



Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
595 600 605 
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Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
610 615 620 

Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
625 630 635 640 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
645 650 655 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
660 665 670 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
675 680 685 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
690 695 700 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
705 710 715 720 

Ala Ser Gin Ala Ala Leu Gly Leu 
725 



<210> 249 
<211> 801 • 
<212> PRT 

<213> Homo sapiens 
<400> 249 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 



Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
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130 



135 



140 



Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 



Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 



183 



WO 2005/003296 



PCT/US2004/001369 



435 



440 



445 



Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Phe Pro Leu Pro Ala Gly Lys Arg Pro Pro Glu Ala Pro Ala Glu 
610 615 620 

Asp Arg Ser Leu Gly Arg Arg Arg Ala Pro Phe Ala Leu Ser Ser Asp 
625 630 635 640 

Ser Asn Met Pro Glu Asp Tyr Pro Asp Gin Phe Asp Asp Val Met Asp 
645 650 655 

Phe He Gin Ala Thr He Lys Arg Leu Lys Arg Ser Pro Asp Lys Gin 
660 665 670 

Met Ala Val Leu Pro Arg Arg Glu Arg Asn Arg Gin Ala Ala Ala Ala 
675 680 685 

Asn Pro Glu Asn Ser Arg Gly Lys Gly Arg Arg Gly Gin Arg Gly Lys 
690 695 700 

Asn Arg Gly Cys Val Leu Thr Ala He His Leu Asn Val Thr Asp Leu 
705 710 715 720 

Gly Leu Gly Tyr Glu Thr Lys Glu Glu Leu He Phe Arg Tyr Cys Ser 
725 730 735 



Gly Ser Cys Asp Ala Ala Glu Thr Thr Tyr Asp Lys He Leu Lys Asn 
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740 745 750 

Leu Ser Arg Asn Arg Arg Leu Val Ser Asp Lys Val Gly Gin Ala Cys 
755 760 765 

Cys Arg Pro He Ala Phe Asp Asp Asp Leu Ser Phe Leu Asp Asp Asn v 
770 775 780 

Leu Val Tyr His He Leu Arg Lys His Ser Ala Lys Arg Cys Gly Cys 
785 790 795 800 

lie 



<210> 250 
<211> 801 
<212> PRT 

<213> Homo sapiens 
<400> 250 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Phe Pro Leu Pro Ala Gly Lys Arg 
20 25 30 

Pro Pro Glu Ala Pro Ala Glu Asp Arg Ser Leu Gly Arg Arg Arg Ala 
35 40 45 

Pro Phe Ala Leu Ser Ser Asp Ser Asn Met Pro Glu Asp Tyr Pro Asp 
50 55 60 

Gin Phe Asp Asp Val Met Asp Phe He Gin Ala Thr He Lys Arg Leu 
65 70 75 80 

Lys Arg Ser Pro Asp Lys Gin Met Ala Val Leu Pro Arg Arg Glu Arg 
85 90 95 

Asn Arg Gin Ala Ala Ala Ala Asn Pro Glu Asn Ser Arg Gly Lys Gly 
100 105 110 

Arg Arg Gly Gin Arg Gly Lys Asn Arg Gly Cys Val Leu Thr Ala He 
115 120 125 

His Leu Asn Val Thr Asp Leu Gly Leu Gly Tyr Glu Thr Lys Glu Glu 
13^ 135 140 

Leu He Phe Arg Tyr Cys Ser Gly Ser Cys Asp Ala Ala Glu Thr Thr 
145 150 155 160 

Tyr Asp Lys He Leu Lys Asn Leu Ser Arg Asn Arg Arg Leu Val Ser 
165 170 175 

Asp Lys Val Gly Gin Ala Cys Cys Arg Pro He Ala Phe Asp Asp Asp 
180 185 190 
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Leu Ser Phe Leu Asp Asp Asn Leu Val Tyr His He Leu Arg Lys His 
195 200 205 

Ser Ala Lys Arg Cys Gly Cys He Asp Ala His Lys Ser Glu Val Ala 
210 215 220 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
225 230 235 240 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
245 250 255 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
260 265 270 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
275 280 285 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
290 295 300 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
305 310 315 320 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
325 330 335 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
340 345 350 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
355 360 365 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
370 375 380 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
385 390 395 400 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
405 .410 415 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
420 425 430 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
435 .440 445 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
450 455 460 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
465 470 475 480 



Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
485 490 495 
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Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
500 505 510 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
515 520 525 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys, Asp Val Phe Leu Gly 
530 535 540 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
545 550 555 560 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
565 570 575 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
580 585 590 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
595 600 605 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
610 615 620 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
625 630 635 640 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
645 650 655 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
660 665 670 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
675 680 685 

Val Thr Lys Cys Cys Thr Qlu Ser Leu Val Asn Arg Arg Pro Cys Phe 
690 695 700 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
705 710 715 720 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
725 730 735 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
740 745 750 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
755 760 765 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
770 775 780 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
785 790 795 800 
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Leu 



<210> 251 
<211> 787 
<212> PRT 

<213> Homo sapiens 
<400> 251 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 , 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 
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Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 " 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 



Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 
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Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu He Trp Met Cys Arg Glu Gly Leu Leu Leu Ser His Arg Leu Gly 
610 615 620 

Pro Ala Leu Val Pro Leu His Arg Leu Pro Arg Thr Leu Asp Ala Arg 
625 630 635 640 

He Ala Arg Leu Ala Gin Tyr Arg Ala Leu Leu Gin Gly Ala Pro Asp 
645 650 655 

Ala Met Glu Leu Arg Glu Leu Thr Pro Trp Ala Gly Arg Pro Pro Gly 
660 665 670 

Pro Arg Arg Arg Ala Gly Pro Arg Arg Arg Arg Ala Arg Ala Arg Leu 
675 680 685 

Gly Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu Val Arg Val Ser Glu 
690 695 700 

Leu Gly Leu Gly Tyr Ala Ser Asp Glu Thr Val Leu Phe Arg Tyr Cys 
705 710 715 720 

Ala Gly Ala Cys Glu Ala Ala Ala Arg Val Tyr Asp Leu Gly Leu Arg 
725 730 735 

Arg Leu Arg Gin Arg Arg Arg Leu Arg Arg Glu Arg Val Arg Ala Gin 
740 745 750 

Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser Phe Leu Asp 
755 760 765 

Ala His Ser Arg Tyr His Thr Val His Glu Leu Ser Ala Arg Glu Cys 
770 775 780 

Ala Cys Val 
785 



<210> 252 
<211> 711 
<212> PRT 
<213> Homo sapiens 

<400> 252 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
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10 



15 



Tyr Ser Arg Ser Leu Asp Lys Arg Ala Arg Leu Gly Ala Arg Pro Cys 
20 25 30 



Gly Leu Arg Glu Leu Glu Val Arg Val Ser Glu Leu Gly Leu Gly Tyr 



35 



40 



45 



Ala Ser Asp Glu Thr Val Leu Phe Arg Tyr Cys Ala Gly Ala Cys Glu 
50 55 60 

Ala Ala Ala Arg Val Tyr Asp Leu Gly Leu Arg Arg Leu Arg Gin Arg 
65 70 75 80 

Arg Arg Leu Arg Arg Glu Arg Val Arg Ala Gin Pro Cys Cys Arg Pro 
85 90 95 

Thr Ala Tyr Glu Asp Glu Val Ser Phe Leu Asp Ala His Ser Arg Tyr 
100 105 110 

His Thr Val His Glu Leu Ser Ala Arg Glu Cys Ala Cys Val Asp Ala 
115 120 125 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
130 135 140 

Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
145 150 155 160 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
165 170 175 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
180 185 190 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
195 200 205 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
210 215 220 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
225 230 235 240 

Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
245 250 255 

Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His 
260 265 . 270 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe" Phe Ala Lys Arg Tyr Lys 
275 280 285 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
290 295 300 



Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
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305 



310 



315 



320 



Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
325 330 335 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
340 345 350 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
355 360 365 

Thr Glu Cys Cys His Gly Asp Leu Leu Glja Cys Ala Asp Asp Arg Ala 
370 375 380 

Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys 
385 390 395 400 

Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He 
405 410 415 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
420 425 430 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
435 440 445 

Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
450 455 460 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
465 470 475 480 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
485 490 495 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
500 505 510 

Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
515 520 525 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
530 535 540 

Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
545 550 555 560 

Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 
565 570 575 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
580 585 590 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 
595 600 605 



Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 
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610 615 620 

Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys 
625 630 635 640 

Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val 
645 650 655 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 
660 665 670 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 
675 680 685 

Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 
690 695 700 

Ser Gin Ala Ala Leu Gly Leu 
705 710 

<210> 253 
<211> 728 
<212> PRT 

<213> Homo sapiens 
<400> 253 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 .80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
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165 



170 



175 



Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235. 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 



Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
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465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 

565 r-, 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu . Tyr Ala Glu His Lys Ser His Arg Gly Glu Tyr Ser Val Cys Asp 
610 615 620 

Ser Glu Ser Leu Trp Val Thr Asp Lys Ser Ser Ala lie Asp lie Arg 
625 630 635 640 

Gly His Gin Val Thr Val Leu Gly Glu lie Lys Thr Gly Asn Ser Pro 
645 650 655 

Val Lys Gin Tyr Phe Tyr Glu Thr Arg Cys Lys Glu Ala Arg Pro Val 
660 665 670 

Lys Asn Gly Cys Arg Gly lie Asp Asp Lys His Trp Asn Ser Gin Cys 
675 680 685 

Lys Thr Ser Gin Thr Tyr Val Arg Ala Leu Thr Ser Glu Asn Asn Lys 
690 695 700 

Leu Val Gly Trp Arg Trp lie Arg lie Asp Thr Ser Cys Val Cys Ala 
705 710 715 720 

Leu Ser Arg Lys He Gly Arg Thr 
725 



<210> 254 
<211> 728 
<212> PRT 
<213> Homo sapiens 
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<400> 254 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Tyr Ala Glu His Lys Ser His Arg 
20 25 30 

Gly Glu Tyr Ser Val Cys Asp Ser Glu Ser Leu Trp Val Thr Asp Lys 
35 40 45 

Ser Ser Ala He Asp He Arg Gly His Gin Val Thr Val Leu Gly Glu 
50 55 60 

He Lys Thr Gly Asn Ser Pro Val Lys Gin Tyr Phe Tyr Glu Thr Arg 
65 70 75 80 

Cys Lys Glu Ala Arg Pro Val Lys Asn Gly Cys Arg Gly He Asp Asp 
85 90 95 

Lys His Trp Asn Ser Gin Cys Lys Thr Ser Gin Thr Tyr Val Arg Ala 
100 105 110 

Leu Thr Ser Glu Asn Asn Lys Leu Val Gly Trp Arg Trp He Arg He 
115 120 125 

Asp Thr Ser Cys Val Cys Ala Leu Ser Arg Lys He Gly Arg Thr Asp 
130 135 140 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
145 150 155 160 

Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin 
165 170 175 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
180 185 190 

Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
195 200 205 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
210 215 220 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
225 230 235 240 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
245 250 255 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
. " 260 265 270 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg 
275 280 285 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
290 295 300 
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Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
305 310 315 320 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
325 330 335 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
340 345 350 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
355 360 365 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
370 375 380 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
385 390 395 400 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
405 410 415 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
420 " 425 430 

lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
435 440 445 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
450 455 460 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
465 470 475 480 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
485 490 495 

. Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
500 505 510 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
515 520 525 

Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
530 535 540 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
545 550 555 560 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
565 570 575 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
580 585 590 



Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
595 600 605 
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Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
610 615 620 

Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
625 630 635 640 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
645 650 655 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
660 665 670 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
675 680 685 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
690 695 700 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
705 710 715 720 

Ala Ser Gin Ala Ala Leu Gly Leu 
725 



<210> 255 
<211> 744 
<212> PRT 
<213> Homo sapiens 

<400> 255 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 
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His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205, 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 . 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 
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Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Trp Gly Pro Asp Ala Arg Gly Val Pro Val Ala Asp Gly Glu Phe 
610 615 620 

Ser Ser Glu Gin Val Ala Lys Ala Gly Gly Thr Trp Leu Gly Thr His 
625 630 635 640 

Arg Pro Leu Ala Arg Leu Arg Arg Ala Leu Ser Gly Pro Cys Gin Leu 
645 650 655 

Trp Ser Leu Thr Leu Ser Val Ala Glu Leu Gly Leu Gly Tyr Ala Ser 
660 665 670 

Glu Glu Lys Val lie Phe Arg Tyr Cys Ala Gly Ser Cys Pro Arg Gly 
675 680 685 

Ala Arg Thr Gin His Gly Leu Ala Leu Ala Arg Leu Gin Gly Gin Gly 
690 695 700 

Arg Ala His Gly Gly Pro Cys Cys Arg Pro Thr Arg Tyr Thr Asp Val 
705 710 715 720 



Ala Phe Leu Asp Asp Arg His Arg Trp Gin Arg Leu Pro Gin Leu Ser 
725 730 735 
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Ala Ala Ala Cys Gly Cys Gly Gly 
740 



<210> 256 

<211> 744 

<212> PRT 

<213> Homo sapiens 

<400> 256 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Trp Gly Pro Asp Ala Arg Gly Val 
20 25 30 

Pro Val Ala Asp Gly Glu Phe Ser Ser Glu Gin Val Ala Lys Ala Gly 
35 40 45 

Gly Thr Trp Leu Gly Thr His Arg Pro Leu Ala Arg Leu Arg Arg Ala 
50 55 60 

Leu Ser Gly Pro Cys Gin Leu Trp Ser Leu Thr Leu Ser Val Ala Glu 
65 70 75 80 

Leu Gly Leu Gly Tyr Ala Ser Glu Glu Lys Val He Phe Arg Tyr Cys 
85 90 95 

Ala Gly Ser Cys Pro Arg Gly Ala Arg Thr Gin His Gly Leu Ala Leu 
100 105 HO 

Ala Arg Leu Gin Gly Gin Gly Arg Ala His Gly Gly Pro Cys Cys Arg 
115 120 125 

Pro Thr Arg Tyr Thr Asp Val Ala Phe Leu Asp Asp Arg His Arg Trp 
130' 135 140 

Gin Arg Leu Pro Gin Leu Ser Ala Ala Ala Cys Gly Cys Gly Gly Asp 
145 150 155 " 160 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
165 170 175 

Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin 
ISO 185 190 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
195 200 205 • 

Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
210 215 220 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
225 230 235 240 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
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245 



250 



255 



Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
260 265 270 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
275 280 285 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg 
290 295 300 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
305 310 315 320 

Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
325 330 335 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
340 345 350 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
355 360 365 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
370 375 380 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
385 390 395 400 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
405 410 415 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
420 425 430 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
435 440 445 

lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
450 455 "460 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
465 470 475 480 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
485 490 495 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
500 505 510 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
515 520 525 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
530 535 540 



Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
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545 550 555 560 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
565 570 575 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
580 585 590 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
595 600 605 

Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
610 615 620 

Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
625 630 635 640 

Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
645 650 655 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
660 665 670 

Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu 
675 680 685 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
690 695 700 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
705 710 715 720 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
725 730 735 

Ala Ser Gin Ala Ala Leu Gly Leu 
740 



<210> 257 
<211> 790 
<212> PRT 
<213> Homo sapiens 

<400> 257 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 
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Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 

. 325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 



Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 
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Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp • Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro 
610 615 620 

Pro Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr 
625 630 635 640 

Ala Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser 
645 650 655 



Arg Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly 
660 665 670 
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Gly Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala 
675 680 685 

Gly Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala 
690 695 700 

Leu Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys 
705 710 715 720 

Ser Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala 
725 730 735 

Ser Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro 
740 745 750 

Val Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe 
755 760 765 

Met Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr 
770 775 780 

Ala Cys Gly Cys Leu Gly 
785 790 



<210> 258 
<211> 790 
<212> PRT 
<213> Homo sapiens 

<400> 258 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Leu Gly Ser Ala Pro Arg Ser 
20 25 30 

Pro Ala Pro Arg Glu Gly Pro Pro Pro Val Leu Ala Ser Pro Ala Gly 
35 40 45 

His Leu Pro Gly Gly Arg Thr Ala Arg Trp Cys Ser Gly Arg Ala Arg 
50 55 60 

Arg Pro Pro Pro Gin Pro Ser Arg Pro Ala Pro Pro Pro Pro Ala Pro 
65 70 75 80 

Pro Ser Ala Leu Pro Arg Gly Gly Arg Ala Ala Arg Ala Gly Gly Pro 
85 90 95 

Gly Ser Arg Ala Arg Ala Ala Gly Ala Arg Gly Cys Arg Leu Arg Ser 
100 105 110 

Gin Leu Val Pro Val Arg Ala Leu Gly Leu Gly His Arg Ser Asp Glu 
115 120 125 
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Leu Val Arg Phe Arg Phe Cys Ser Gly Ser Cys Arg Arg Ala Arg Ser 



140 



Pro His Asp Leu Ser Leu Ala Ser Leu Leu Gly Ala Gly Ala Leu Arg 

145 i en 



150 



155 



160 



Pro Pro Pro Gly Ser Arg Pro Val Ser Gin Pro Cys Cys Arg Pro Thr 
165 170 175 

Arg Tyr Glu Ala Val Ser Phe Met Asp Val Asn Ser Thr Trp Arg Thr 
180 185 190 

Val Asp Arg Leu Ser Ala Thr Ala Cys Gly Cys Leu Gly Asp Ala His 
195 200 205 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
210 215 220 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 



230 



235 



240 



Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
245 250 255 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
260 265 270 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
275 280 285 

Tyr Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 



295 



300 



Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 



310 



315 



320 



Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
325 330 335 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro 
340 345 35 0 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
355 360 365 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
370 375 380 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 



390 



395 



400 



Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
405 410 415 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
420 425 430 
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Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
435 440 445 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
450 455 460 

Leu Ala Lys Tyr lie Cys (Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
465 470 475 480 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
485 490 495 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
500 505 , 510 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
515 520 525 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
530 535 540 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
545 550 555 560 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
565 570 575 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
580 585 590 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
595 600 605 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
610 615 620 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
625 630 635 640 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
645 650 655 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
660 665 670 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
675 680 685 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
690 695 700 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
705 710 715 720 



Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
725 730 735 
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Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
740 745 750 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
755 760 765 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
770 775 780 



Gin Ala Ala Leu Gly Leu 
785 790 



<210> 259 
<211> 790 
<212> PRT 
<213> Homo sapiens 

<400> 259 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
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195 



200 



205 



Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 .480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 



Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
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500 



505 



510 



Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe 
515 



520 



Asn Ala 



525 



Glu Thr Phe Thr Phe His Ala Asp lie cys Thr Leu Ser 



535 



540 



Glu Lys Glu 



Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 



555 



560 



Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 



570 



575 



Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 



585 



590 



Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala 



595 



600 



605 



Ala Leu Gly 



Leu Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro 



620 



Pro Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr 



630 



635 



Ala Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin 



645 



640 



Pro Ser 



650 655 
Arg Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly 



665 67 0 
Gly Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala 



680 685 
Gly Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala 



695 



700 



Leu Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys 



Leu Ala 

735 



710 715 720 

Ser Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser 
725 730 

Ser Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro 
Val ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe 



760 



765 



Met Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr 



780 



Ala Cys Gly Cys Leu Gly 
785 790 
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<210> 260 
<211> 790 
<212> PRT 
<213> Homo sapiens 



<400> 260 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyx Ser Arg Ser Leu Asp Lys Arg Ser Leu Gly Ser Ala Pro Arg Ser 
20 25 30 

Pro Ala Pro Arg Glu Gly Pro Pro Pro Val Leu Ala Ser Pro Ala Gly 
35 40 45 

His Leu Pro Gly Gly Arg Thr Ala Arg Trp Cys Ser Gly Arg Ala Arg 
50 55 60 



Arg Pro Pro Pro Gin Pro Ser Arg Pro Ala Pro Pro Pro Pro Ala Pro 

65 70 75 80 

Pro Ser Ala Leu Pro Arg Gly Gly Arg Ala Ala Arg Ala Gly Gly Pro 
85 90 95 

Gly Ser Arg Ala Arg Ala Ala Gly Ala Arg Gly Cys Arg Leu Arg Ser 
100 105 110 



Gin Leu Val Pro Val Arg Ala Leu Gly Leu Gly His Arg Ser Asp Glu 
115 120 125 



Leu Val Arg Phe Arg Phe Cys Ser Gly Ser Cys Arg Arg Ala Arg Ser 

130 135 140 

Pro His Asp Leu Ser Leu Ala Ser Leu Leu Gly Ala Gly Ala Leu Arg 

145 150 155 160 



Pro Pro Pro Gly Ser Arg Pro Val Ser Gin Pro Cys Cys Arg Pro Thr 
165 170 175 

Arg Tyr Glu Ala Val Ser Phe Met Asp Val Asn Ser Thr Trp Arg Thr 
180 185 190 

Val Asp Arg Leu Ser Ala Thr Ala Cys Gly Cys Leu Gly Asp Ala His 
195 200 205 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
210 215 220 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
225 230 235 240 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
245 250 255 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
260 265 270 
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Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
275 280 285 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
290 295 300 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
305 310 315 320 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
325 330 335 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
340 345 350 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
355 360 365 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
370 375 380 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
385 390 395 400 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
405 410 415 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
420 425 430 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
435 440 445 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
450 455 460 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
465 470 475 480 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
485 490 495 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
500 505 510 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
515 520 525 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
530 535 540 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
545 550 555 560 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
565 570 575 
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Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
580 585 590 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
595 600 605 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
610 615 620 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
625 630 635 640 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
645 650 655 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
660 665 670 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
675 680 685 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
690 695 700 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
705 710 715 720 

Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu 
725 730 735 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
740 745 750 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
755 760 765 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
770 775 780 



Gin Ala Ala Leu Gly Leu 
785 790 



<210> 261 
<211> 790 
<212> PRT 
<213> Homo sapiens 



<400> 261 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 
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His Arg 



Phe Lys Asp Leu 
35 



Gly 



Glu Glu Asn Phe Lys Ala Leu Val Leu 
40 45 



lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
' 85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 



Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 



245 



250 



255 



305 



310 



315 



320 



Glu Met 



Pro Ala Asp Leu 
325 



Pro 



Ser Leu Ala Ala Asp Phe Val Glu Ser 
330 335 
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Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 . 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 ^ 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro 
610 615 620 



Pro Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr 
625 630 635 640 
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Ala Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser 
645 650 655 

Arg Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly 
660 665 670 

Gly Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala 
675 680 685 

Gly Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala 
690 695 700 

Leu Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys 
705 710 715 720 

Ser Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala 
725 730 735 

Ser Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro 
740 745 750 

Val Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe 
755 760 765 

Met Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr 
770 775 780 

Ala Cys Gly Cys Leu Gly 
785 790 



<210> 262 
<211> 790 
<212> PRT 
<213> Homo sapiens 

<400> 262 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 . 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Leu Gly Ser Ala Pro Arg Ser 
20 25 30 

Pro Ala Pro Arg Glu Gly Pro Pro Pro Val Leu Ala Ser Pro Ala Gly 
35 40 45 

His Leu Pro Gly Gly Arg Thr Ala Arg Trp Cys Ser Gly Arg Ala Arg 
50 55 60 

Arg Pro Pro Pro Gin Pro Ser Arg Pro Ala Pro Pro Pro Pro Ala Pro 
65 . 70 75 80 

Pro Ser Ala Leu Pro Arg Gly Gly Arg Ala Ala Arg Ala Gly Gly Pro 
85 90 95 

Gly Ser Arg Ala Arg Ala Ala Gly Ala Arg Gly Cys Arg Leu Arg Ser 
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100 



105 



110 



Gin Leu Val Pro Val Arg Ala Leu Gly Leu Gly His Arg Ser Asp Glu 
115 120 125 

Leu Val Arg Phe Arg Phe Cys Ser Gly Ser Cys Arg Arg Ala Arg Ser 
130 135 140 

Pro His Asp Leu Ser Leu Ala Ser Leu Leu Gly Ala Gly Ala Leu Arg 
145 150 155 160 

Pro Pro Pro Gly Ser Arg Pro Val Ser Gin Pro Cys Cys Arg Pro Thr 
165 170 175 

Arg Tyr Glu Ala Val Ser Phe Met Asp Val Asn Ser Thr Trp Arg Thr 
180 185 190 

Val Asp Arg Leu Ser Ala Thr Ala Cys Gly Cys Leu Gly Asp Ala His 
195 200 205 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
210 215 220 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
225 230 235 240 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
245 250 255 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
260 265 270 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
275 280 285 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
290 295 300 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
305 310 315 320 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
325 330 335 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
340 345 350 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
355 360 365 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
370 375 380 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
385 390 395 400 



Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
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405 



410 



415 



Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
420 425 430 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
435 440 445 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
450 455 460 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
465 470 475 480 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala 
485 490 495 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
500 505 510 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
515 520 525 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
530 535 540 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
545 550 555 560 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
565 570 575 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
580 585 590 

He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
595 600 605 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
610 . 615 620 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
625 630 635 640 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
645 650 655 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
660 665 670 - 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
675 680 685 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
690 695 700 



Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr 
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705 710 715 720 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
725 730 735 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
740 745 750 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
755 760 765 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
770 775 780 

Gin Ala Ala Leu Gly Leu 
785 790 



<210> 263 
<211> 739 
<212> PRT 
<213> Homo sapiens 

<400> 263 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp. 

85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 
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Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 "250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 .395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 . 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 



Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 
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Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val 
485 490 



Ser Asp Arg 
495 



Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Gly Val Ser Glu Thr Ala Pro Ala Ser Arg Arg Gly Glu Leu Ala 
610 615 620 

Val Cys Asp Ala Val Ser Gly Trp Val Thr Asp Arg Arg Thr Ala Val 
625 630 635 640 

Asp Leu Arg Gly Arg Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala 
645 650 655 

Gly Gly Ser Pro Leu Arg Gin Tyr Phe Phe Glu Thr Arg Cys Lys Ala 
660 665 670 

Asp Asn Ala Glu. Glu Gly Gly Pro Gly Ala Gly Gly Gly Gly Cys Arg 
675 - 680 685 

Gly Val Asp Arg Arg His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser 
690 695 700 

Tyr Val Arg Ala Leu Thr Ala Asp Ala Gin Gly Arg Val Gly Trp Arg 
705 710 715 720 

Trp lie Arg lie Asp Thr Ala Cys Val Cys Thr Leu Leu Ser Arg Thr 
725 730 735 

Gly Arg Ala 



<210> 264 
<211> 739 
<212> PRT 
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<213> Homo sapiens 
<400> 264 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Gly Val Ser Glu Thr Ala Pro Ala 
20 25 30 

Ser Arg Arg Gly Glu Leu Ala Val Cys Asp Ala Val Ser Gly Trp Val 
35 40 45 

Thr Asp Arg Arg Thr Ala Val Asp Leu Arg Gly Arg Glu Val Glu Val 
50 55 60 

Leu Gly Glu Val Pro Ala Ala Gly Gly Ser Pro Leu Arg Gin Tyr Phe 
65 70 75 80 

Phe Glu Thr Arg Cys Lys Ala Asp Asn Ala Glu Glu Gly Gly Pro Gly 
85 90 95 

Ala Gly Gly Gly Gly Cys Arg Gly Val Asp Arg Arg His Trp Val Ser 
100 105 no 

Glu Cys Lys Ala Lys Gin Ser Tyr Val Arg Ala Leu Thr Ala Asp Ala 
115 120 125 

Gin Gly Arg Val Gly Trp Arg Trp He Arg He Asp Thr Ala Cys Val 
!30 135 140 

Cys Thr Leu Leu Ser Arg Thr Gly Arg Ala Asp Ala His Lys Ser Glu 
145 150 155 160 

Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu 
165 170 175 

Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp 
180 185 190 

His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val 
195 200 205 

Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe 
210 215 220 

Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
225 230 235 " 240 

Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe 
245 250 255 

Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro 
260 265 ~ 270 

Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe 
275 280 285 
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Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr 
290 295 300 

Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr 
305 310 315 320 

Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu 
325 330 335 

Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu 
340 345 350 

Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp 
355 360 365 

Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu 
370 375 380 

Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys 
385 390 395 400 

His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys 
405 410 415 

Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys 
420 425 430 

Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu 
435 440 445 

Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val 
450 455 460 

Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe 
465 470 475 480 

Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser 
485 490 495 

Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu 
500 505 510 

Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe 
515 520 525 

Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin 
530 535 540 

Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala 
545 550 555 560 

Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr 
565 570 575 



Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys 
580 585 590 
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Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser 
595 600 605 

Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser 
. 610 615 620 

Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro 
625 630 635 640 

Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe 
645 650 655 

Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu 
660 665 670 

Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys 
675 680 685 

His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp 
690 695 700 

Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr 
705 710 715 720 

Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala 
725 730 735 

Leu Gly Leu 



<210> 265 
<211> 637 
<212> PRT 
<213> Homo sapiens 

<400> 265 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala. 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35, 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
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100 



105 



110 



Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 * 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 " 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 



Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 ~ 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His. Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
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405 



410 



415 



Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500. 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 * 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 



Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Ala Val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys 
610 615 620 

Gin Met Ala Val Lys Lys Tyr Leu Asn Ser He Leu Asn 
625 630 : 635 



<210> 266 
,<211> 637 
<212> PRT 
<213> Homo sapiens 

<400> 266 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Ala Val Phe Thr Asp 



565 



570 



575 



20 



25 



30 



227 



WO 2005/003296 



PCT/US2004/001369 



Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala Val Lys Lys Tyr Leu Asn 
35 40 45 

Ser lie Leu Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
50 55 60 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala 
65 70 75 80 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
85 90 95 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
100 105 110 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
115 120 125 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
130 135 140 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
145 150 155 160 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
165 170 175 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
180 185 190 

Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
195 200 205 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
210 215 220 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
225 230 235 240 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
245 250 255 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
260 265 270 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
275 280 285 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
290 295 300 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin 
305 310 315 320 

Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
325 330 335 
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Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
340 345 350 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
355 360 365 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
370 375 380 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
385 390 395 400 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
405 410 415 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
420 425 430 

. Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
435 440 445 

Gin Leu Gly Glu Tyr Lys phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
450 455 460 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
465 470 475 480 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
485 490 495 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
500 505 510 

Cys Val Leu His. Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
515 520 525 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
530 535 540 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
545 550 555 560 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
565 570 575 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
580 585 590 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
595 600 605 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
610 615 620 



Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



229 



WO 2005/003296 



PCT/US2004/001369 



<210> 267 
<211> 636 
<212> PRT 
<213> Homo sapiens 

<400> 267 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 
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Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ma Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 ' 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 . 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 



Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 
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Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Asp Gly Thr Phe Thr Ser Glu Leu Ser Arg Leu Arg Glu 
610 615 620 

Gly Ala Arg Leu Gin Arg Leu Leu Gin Gly Leu Val 
625 630 635 



<210> 268 
<211> 636 
<212> PRT 
<213> Homo sapiens 

<400> 268 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Asp Gly Thr Phe Thr Ser 
20 25 30 

Glu Leu Ser Arg Leu Arg Glu Gly Ala Arg Leu Gin Arg Leu Leu Gin 
35 40 45 

Gly Leu Val Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp 
50 55 60 

Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin 
65 70 75 80 

Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu 
85 90 95 

Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn 
100 105 110 

Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val 
115 120 125 

Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys 
130 135 140 

Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn 
145 150 155 160 

Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr 
165 170 175 

Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu 
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180 

lie Ala Arg Arg His Pro 
195 

Ala Lys Arg Tyr Lys Ala 
210 

Lys Ala Ala Cys Leu Leu 
225 230 

Lys Ala Ser Ser Ala Lys 
245 

Phe Gly Glu Arg Ala Phe 
260 

Arg Phe Pro Lys Ala Glu 
275 

Leu Thr Lys Val His Thr 
290 

Ala Asp Asp Arg Ala Asp 
305 310 

Ser He Ser Ser Lys Leu 
325 

Lys Ser His Cys He Ala 
340 

Leu Pro Ser Leu Ala Ala 
355 

Asn Tyr Ala Glu Ala Lys 
370 

Tyr Ala Arg Arg His Pro 
385 390 

Ala Lys Thr Tyr Glu Thr 
405 

Pro His Glu Cys Tyr Ala 
420 

Glu Glu Pro Gin Asn Leu 
435 

Leu Gly Glu Tyr Lys Phe 
450 

Lys Val Pro Gin Val Ser 
465 470 

Leu Gly Lys Val Gly Ser 



185 190 

Pro Glu Leu Leu Phe Phe 
205 

Cys Cys Gin Ala Ala Asp 
220 

Glu Leu Arg Asp Glu Gly 
235 240 

Cys Ala Ser Leu Gin Lys 
255 

Val Ala Arg Leu Ser Gin 
270 

Ser Lys Leu Val Thr Asp 
285 

Gly Asp Leu Leu Glu Cys 
300 

He Cys Glu Asn Gin Asp 
315 320 

Glu Lys Pro Leu Leu Glu 
335 

Asp Glu Met Pro Ala Asp 
350 

Ser Lys Asp Val Cys Lys 
365 

Gly Met Phe Leu Tyr Glu 
380 

Val Leu Leu Leu Arg Leu 
395 400 

Cys Cys Ala Ala Ala Asp 
415 

Glu Phe Lys Pro Leu Val 
430 

Cys Glu Leu Phe Glu Gin 
445 

Leu Val Arg Tyr Thr Lys 
460 

Val Glu Val Ser Arg Asn 
475 480 

His Pro Glu Ala Lys Arg 



Tyr Phe Tyr Ala 
200 



Ala Phe Thr Glu 
215 



Pro Lys Leu Asp 



Gin Arg Leu Lys 
250 



Lys Ala Trp Ala 
265 

Phe Ala Glu Val 
280 

Glu Cys Cys His 
295 



Leu Ala Lys Tyr 



Lys Glu Cys Cys 
330 

Glu Val Glu Asn 
345 

Asp Phe Val Glu 
360 

Asp Val Phe Leu 
375 



Asp Tyr Ser Val 



Thr Leu Glu Lys 
410 

Lys Val Phe Asp 
425 

He Lys Gin Asn 
440 

Gin Asn Ala Leu 
455 

Thr Pro Thr Leu 



Lys Cys Cys Lys 
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485 



490 



495 



Met Pro Cys Ala Glu. Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys 
500 505 510 

Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys 
515 520 525 

Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val 
530 535 540 

Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe 
545 550 555 560 

His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys 
565 570 575 

Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys 
580 585 590 

Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys 
595 600 605 

Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys 
610 615 620 

Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 269 
<211> 729 
<212> PRT 
<213> Homo sapiens 

<400> 269 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 

,50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 



100 



105 



110 
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Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser. Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 



Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 
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Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys -Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ser Ser Ser His Pro He Phe His Arg Gly Glu Phe Ser Val Cys 
610 615 620 

Asp Ser Val Ser Val Trp Val Gly Asp Lys Thr Thr Ala Thr Asp He 
625 630 635 640 

Lys Gly Lys Glu Val Met Val Leu Gly Glu Val Asn He Asn Asn Ser 
645 650 655 

Val Phe Lys Gin Tyr Phe Phe Glu Thr Lys Cys Arg Asp Pro Asn Pro 
660 665 670 

Val Asp Ser Gly Cys Arg Gly He Asp Ser Lys His Trp Asn Ser Tyr 
675 680 685 

Cys Thr Thr Thr His Thr Phe Val Lys Ala Leu Thr Met Asp Gly Lys 
690 695 700 



Gin Ala Ala Trp Arg Phe He Arg He Asp Thr Ala Cys Val Cys Val 
705 710 715 720 
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Leu Ser Arg Lys Ala Val Arg Arg Ala 
725 



<210> 270 
<211> 729 
<212> PRT 

<213> Homo sapiens 
<400> 270 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Ser Ser His Pro He Phe His 
20 25 30 

Arg Gly Glu Phe Ser Val Cys Asp Ser Val Ser Val Trp Val Gly Asp 
35 40 45 

. Lys Thr Thr Ala Thr Asp He Lys Gly Lys Glu Val Met Val Leu Gly 
50 55 60 

Glu Val Asn He Asn Asn Ser Val Phe Lys Gin Tyr Phe Phe Glu Thr 
65 .70 75 80 

Lys Cys Arg Asp Pro Asn Pro Val Asp Ser Gly Cys Arg Gly He Asp 
85 90 95 

Ser Lys His Trp Asn Ser Tyr Cys Thr Thr Thr His Thr Phe Val Lys 
100 105 110 

Ala Leu Thr Met Asp Gly Lys Gin Ala Ala Trp Arg Phe He Arg He 
115 120 125 

Asp Thr Ala Cys Val Cys Val Leu Ser Arg Lys Ala Val Arg Arg Ala 
130 135 140 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
145 150 155 160 

Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin 
165 170 175 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
180 185 190 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
195 200 205 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
210 215 220 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
225 230 235 240 
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Glu Arg Asn 



Glu 



Cys Phe Leu Gin 
245 



His Lys Asp Asp Asn 
250 



Pro 



Asn Leu 
255 



Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
260 265 270 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
275 280 285 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
290 295 300 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
305 310 315 320 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
325 330 335 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
340 345 350 

Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
355 360 365 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
370 375 380 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
385 390 395 400 

Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser He Ser 
405 410 415 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
420 425 430 

Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
435 440 445 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
450 455 460 

Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
465 470 475 480 

Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
•485 490 495 

Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
500 505 510 

Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
515 520 525 

Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
530 535 540 
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Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
545 550 555 " 560 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
565 570 " 575 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
580 585 590 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
595 600 605 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
610 615 620 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
625 630 635 640 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
645 650 655 

Tie Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala 
660 665 670 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
675 680 685 

Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
690 695 700 

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
705 710 715 720 



Ala Ala Ser Gin Ala Ala Leu Gly Leu 
725 



<210> 271 
<211> 729 
<212> PRT 

<213> Homo sapiens 
<400> 271 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 



\ 
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65 



70 



75 



80 



Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 no 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
13° 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 ^ 0 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 i7 5 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
i95 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
21° 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 



310 



315 



320 



Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Glv 
340 345 ^ 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
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370 



375 



380 



Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ser Ser Ser His Pro lie Phe His Arg Gly Glu Phe Ser Val Cys 
610 615 620 

Asp Ser Val Ser Val Trp Val Gly Asp Lys Thr Thr Ala Thr Asp lie 
625 630 635 640 

Lys Gly Lys Glu Val Met Val Leu Gly Glu Val Asn lie Asn Asn Ser 
645 650 655 

Val Phe Lys Gin Tyr Phe Phe Glu Thr Lys Cys Arg Asp Pro Asn Pro 
660 665 670 



Val Asp Ser Gly Cys Arg Gly lie Asp Ser Lys His Trp Asn Ser Tyr 
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675 680 685 

Cys Thr Thr Thr His Thr Phe Val Lys Ala Leu Thr Met Asp Gly Lys 
690 695 700 

Gin Ala Ala Trp Arg Phe lie Arg lie Asp Thr Ala Cys Val Cys Val 
705 710 715 720 

Leu Ser Arg Lys Ala Val Arg Arg Ala 
725 



<210> 272 

<211> 729 

<212> PRT 

<213> Homo sapiens 

<400> 272 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Ser Ser His Pro He Phe His 
20 25 30 

Arg Gly Glu Phe Ser Val Cys Asp Ser Val Ser Val Trp Val Gly Asp 
35 40 45 

Lys Thr Thr Ala Thr Asp He Lys Gly Lys Glu Val Met Val Leu Gly 
50 55 60 

Glu Val Asn He Asn Asn Ser Val Phe Lys Gin Tyr Phe Phe Glu Thr 
65 70 75 80 

Lys Cys Arg Asp Pro Asn Pro Val Asp Ser Gly Cys Arg Gly He Asp 
85 90 95 

Ser Lys His Trp Asn Ser Tyr Cys Thr Thr Thr His Thr Phe Val Lys 
100 105 110 

Ala Leu Thr Met Asp Gly Lys Gin Ala Ala Trp Arg Phe He Arg He 
115 120 125 

Asp Thr Ala Cys Val Cys Val Leu Ser Arg Lys Ala Val Arg Arg Ala 
130 135 140 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
145 150 155 160 

Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin 
165 170 "* 175 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
180 185 190 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
195 200 205 
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Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
210 215 220 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
225 230 235 240 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 
245 250 255 

Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
260 265 270 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg 
275 280 285 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
290 295 300 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
305 310 315 320 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
325 330 335 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
340 345 350 

Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
355 360 365 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
370 375 380 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
385 390 395 400 

Arg Ala Asp Leu Ala Lys Tyr He Cys . Glu Asn Gin Asp Ser He Ser 
405 410 415 . 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
420 425 430 

Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
435 440 445 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
450 455 460 

Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
465 470 475 480 

Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
485 490 495 



Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
500 505 510 
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Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
515 520 525 

Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
530 535 540 

Tyr Lys Phe. Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
545 550 555 560 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
565 570 575 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
580 585 590 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
595 600 605 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
610 61S 620 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
625 630 635 640 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
645 650 655 

He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala 
660 665 670 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
675 680 685 

Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
690 695 700 

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
705 710 715 720 



Ala Ala Ser Gin Ala Ala Leu Gly Leu 
725 



<210> 273 
<211> 678 
<212> PRT 

<213> Homo, sapiens 
<400> 273 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 
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His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 



Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 
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Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 * 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 ' 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 



Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser Phe Ser Ala 
610 615 620 

Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn Glu Asp Lys 



565 



570 



575 



625 



630 



635 



640 



246 



WO 2005/003296 



PCT/US2004/001369 



Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp 
645 650 655 

Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn Thr Lys Arg 
660 665 670 

Asn Arg Asn Asn lie Ala 
675 



<210> 274 
<211> 678 
<212> PRT 

<213> Homo sapiens 
<400> 274 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Arg Ser Leu Gin Asp Thr Glu Glu 
20 25 30 

Lys Ser Arg Ser Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro 
35 40 45 

Asp Gin Met Asn Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser 
50 55 60 

Asp Tyr Ser Lys Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin 
65 70 75 80 

Trp Leu Met Asn Thr Lys Arg Asn Arg Asn Asn lie Ala Asp Ala His 
85 90 95 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
100 105 110 

Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
115 . 120 125 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
130 135 140 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
145 150 155 160 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
165 170 175 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
180 185 190 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
195 200 205 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
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210 



215 



220 



Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
225 230 235 240 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
245 250 255 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
260 265 270 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
275 280 285 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
290 295 300 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
305 310 315 320 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
325 330 335. 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
340 345 350 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
355 360 365 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
370 375 380 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
385 390 395 400 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
405 410 415 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
420 425 430 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
435 440 445 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
450 455 460 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
465 470 475 480 

He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
485 490 495 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
500 505 510 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
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515 520 525 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
530 535 540 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
545 550 555 560 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
565 570 575 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
580 585 590 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
595 600 605 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
610 615 620 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
625 630 635 640 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
645 650 655 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
660 665 670 

Gin Ala Ala Leu Gly Leu 
675 



<210> 275 
<211> 646 
<212> PRT 
<213> Homo sapiens 

<400> 275 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 . 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 
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Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 



105 



Met Ala 



110 



Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg As „ Glu Cys Phe Leu Gin 



120 



125 



His Lys Asp Asp Asn Pro Asn Le U Pro Arg Leu Val Arg Pro Glu Val 

135 140 
Asp Val Met Cys <n* Ala Phe His Asp Asn Glu Glu Thr 



150 



155 



Phe Leu Lys 
160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 

170 175 

Glu Leu Leu Phe Phe Ala Lys Ar g Tyr Lys Ala Ala Phe Thr Glu Cys 

185 



190 



Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 



205 



Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg 



215 



220 



Leu Lys Cys 



Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala 



230 



Trp Ala Val 



23 * 240 
Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 



250 



255 



Lys Leu Val Thr Asp Leu Thr Lys Val His rtr Glu Cys Cys His 



265 



270 



Gly 



Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala 



280 



285 



Lys Tyr lie 



Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys 



300 



Cys Glu 



Lys Pro Leu Leu Glu Lys Ser His Cys He Ala 



310 



315 



Glu Val Glu Asn Asp 



320 



Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 

330 335 

Lys Asp val cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 



350 



Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr 



360 



365 



Ser Val Val 



Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 

375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 

395 400 
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Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp 
610 615 620 

Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn Thr Lys Arg 
625 630 635 640 



Asn Arg Asn Asn lie Ala 
645 



<210> 276 
<211> 646 
<212> PRT 
<213> Homo sapiens 

<400> 276 



r 
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Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
.1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser 
20 25 30 

Asp Tyr Ser Lys Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin 
35 40 45 

Trp Leu Met Asn Thr Lys Arg Asn Arg Asn Asn He Ala Asp Ala His 
50 55 60 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
65 70 75 80 

Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
85 90 95 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
100 105 110 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
115 120 125 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
130 135 140 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
145 150 155 160 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
165 170 175 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
180 185 190 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro 
195 .200 205 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
210 -215 220 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
225 230 235 240 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
245 250 255 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
260 265 270 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
275 280 285 



Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
290 295 300 
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Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
305 310 315 320 

Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu 
325 330 335 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala 
340 345 350 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
355 360 365 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
370 375 380 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
385 390 395 400 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
405 410 415 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
420 425 430 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
435 440 445 

He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
450 455 460 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
465 470 475 480 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
485 490 495 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
500 505 ^ 510 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
515 520 525 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
530 535 540 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
545 550 555 560 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr 
565 570 ~ 575 

Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu 
580 585 590 



Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
595 600 605 
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Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
610 615 620 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
625 630 635 640 

Gin Ala Ala Leu Gly Leu 
645 



<210> 277 
<211> 636 
<212> PRT 
<213> Homo sapiens 

<400> 277 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 " 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
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210 



215 



220 



Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met. Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys . Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 . 505 510 



Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
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515 



520 



525 



Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu His Ala Asp Gly Val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly 
610 615 620 



Gin Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met 
625 630 635 



<210> 278 
<211> 636 
<212> PRT 

<213> Homo sapiens 
<400> 278 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ala Asp Gly Val Phe Thr Ser 
20 25 30 



Asp Phe Ser Lys Leu Leu Gly Gin Leu Ser Ala Lys Lys Tyr Leu Glu 

35 40 45 

Ser Leu Met Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp 
50 55 60 



Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin 
65 70 75 80 

Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu 
85 90 95 

Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn 
100 105 110 

Gly Asp Lys Leu Cys Thr Val 
125 

Met Ala Asp Cys Cys Ala Lys 
140 



Cys Asp Lys Ser Leu His Thr Leu Phe 
115 120 



Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
130 135 
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Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn 
145 150 155 160 

Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr 
165 170 175 

Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu 
180 185 190 

He Ala Arg Arg His Pro Tyr Phe Tyr A! a Pro Glu Leu Leu Phe Phe 
195 200 205 

Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp 
210 215 220 

Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly 
225 230 235 240 

Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys 
245 250 255 

Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin 
260 265 270 

Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp 
275 280 285 

Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys 
290 295 300 

Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp 
305 310 315 320 

Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu 
325 330 335 

Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp 
340 345 350 

Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys 
355 360 365 

Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu 
370 375 380 

Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu 
385 390 395 400 

Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp 
405 410 415 

Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val 
420 425 430 



Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin 
435 440 445 
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Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr. Lys 
450 455 460 

Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn 
465 470 475 480 

Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg 
485 490 495 

Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys 
500 505 510 

Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys 
515 520 525 

Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val 
530 535 540 

Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe 
545 550 555 560 

His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys 
565 570. 575 

Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys 
580 585 590 

Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys 
595 600 605 

Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys 
610 615 620 

Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 279 
<211> 634 
<212> PRT 
<213> Homo sapiens 

<400> 279 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 
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Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Tip Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 ~ 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 
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Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 . ( 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Asn Leu His Phe Cys Gin Leu Arg Cys Lys Ser Leu Gly Leu Leu 
610 615 620 

Gly Lys Cys Ala Gly Ser Cys Ala Cys Val 
625 630 



<210> 280 
<211> 634 
<212> PRT 

<213> Homo sapiens 
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<400> 280 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asn Leu His Phe Cys Gin Leu Arg 
' 20 25 30 

Cys Lys Ser Leu Gly Leu Leu Gly Lys Cys Ala Gly Ser Cys Ala Cys 
35 40 45 

Val Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
50 55 60 

Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu 
65 70 75 80 

Gin Gin Cys Pro Phe Glu . Asp His Val Lys Leu Val Asn Glu Val Thr 
85 90 95 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
100 105 HO 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
115 120 ** 125 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
130 135 140 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
145 150 155 * 160 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
165 170 175 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala 
180 185 190 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
195 200 205 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
210 215 220 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
225 230 235 240 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
245 250 255 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
260 265 270 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
275 280 285 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
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290 



295 



300 



Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
305 310 315 320 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
325 330 335 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
340 345 350 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
355 360 365 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
370 375 380 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
385 390 395 400 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
405 410 ~ 415 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
420 425 430 

Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
435 440 445 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
450 455 460 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
465 470 475 480 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
485 490 ~ 495 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
500 505 . 510 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
515 520 525 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
530 535 540 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 
545 550 555 560 

Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr 
565 570 575 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 
580 585 590 



Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
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595 600 605 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 
610 615 620 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 



<210> 281 
<211> 661 
<212> PRT 

<213> Homo sapiens 
<400> 281 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Pro Lys Met Val Gin Gly Ser 
20 25 30 

Gly Cys Phe Gly Arg Lys Met Asp Arg He Ser Ser Ser Ser Gly Leu 
35 40 45 

Gly Cys Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys 
50 55 60 

Met Asp Arg He Ser Ser Ser Ser Gly Leu Gly Cys Asp Ala His Lys 
65 70 75 ~ 80 

Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys 
85 90 95 

Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe 
100 105 HO 

Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr 
115 120 125 

Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr 
130 135 140 

Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr 
145 150 155 " 160 

Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu 
165 170 175 

Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val 
180 185 190 

Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu 
195 200 205 

Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr 
210 215 220 
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Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala 
225 230 235 240 

Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro 
245 250 255 

Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin 
260 265 270 

Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys 
275 280 285 

Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe 
290 295 300 

Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu 
305 310 315 320 

Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu 
325 330 335 

Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys 
340 345 350 

Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu 
355 360 365 

Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp 
370 375 380 

Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp 
385 390 395 400 

Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp 
405 410 415 

Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr 
420 425 430 

Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys 
435 440 445 

Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie 
450 455 460 

Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin 
465 470 475 480 

Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr 
485 490 495 

Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys 
500 505 . 510 



Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr 
515 520 525 
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Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro 
530 535 * 540 

Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg 
545 550 555 560 

Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys 
565 570 575 

Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu 
580 585 590 

Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu 
595 600 605 

Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met 
610 615 620 

Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys 
625 630 635 640 

Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin 
645 650 655 

Ala Ala Leu Gly Leu 
660 



<210> 282 
<211> 665 
<212> PRT 
<213> Homo sapiens 

<400> 282 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Pro Lys Met Val Gin Gly Ser 
20 25 30 

Gly Cys Phe Gly Arg Lys Met Asp Arg He Ser Ser Ser Ser Gly Leu 
35 40 45 

Gly Cys Lys Val Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly 
50 55 60 

Arg Lys Met Asp Arg He Ser Ser Ser Ser N Gly Leu Gly Cys Lys Val 
65 70 75 ~ 80 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
85 90 ** 95 

Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin 
100 105 110 
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Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
115 120 125 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
. 130 135 140 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
145 150 155 . 160 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
165 170 175 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 
180 185 190 



Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
195 200 205 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
210 215 220 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 

- 225 > 230 235 240 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
245 250 255 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
260 265 270 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
275 280 285 

Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
290 295 300 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
305 310 315 320 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
325 330 335 

Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser He Ser 
340 345 350 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
355 360 365 

Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
370 375 380 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
385 390 395 400 

Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
405 410 415 
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Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
420 425 430 

Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
435 440 445 

Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
450 455 460 

Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
465 470 475 480 

Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
485 490 495 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
500 505 510 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
515 520 525 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
530 535 540 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
545 550 555 560 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
565 570 575 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
580 585 590 

He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala 
595 600 605 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
610 615 620 

Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
625 630 635 640 

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
645 650 655 



Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 283 
<211> 670 
<212> PRT 
. <213> Homo sapiens 

<400> 283 ^ 
Met Trp Trp Arg Leu Trp Trp Leu Leu Leu Leu Leu Leu Leu Leu Trp 
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10 



15 



Pro Met Val Trp Ala Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe 
20 25 30 

Gly Arg Lys Met Asp Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys 
35 40 45 

Val Leu Arg Arg His Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe 
50 55 60 

Gly Arg Lys Met Asp Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys 
65 70 75 " 80 

Val Leu Arg Arg His Asp Ala His Lys Ser Glu Val Ala His Arg Phe 
85 90 95 

Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe 
100 105 HO 

Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val 
115 120 125 

Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala 
130 135 140 

Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys 
145 150 155 160 

Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys 
165 170 175 

Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp 
180 185 190 

Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met 
195 200 205 

Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu 
210 215 220 



Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu 
225 230 235 240 

Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala 
245 250 255 

Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp 
260 265 ~ 270 

Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu 
275 280 285 

Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu 
290 295 300 

Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val 
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305 310 315 



320 



Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu 
325 330 335 

Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn 
340 345 350 

Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu 
355 360 365 

Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro 
370 375 380 

Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val 
385 390 395 400 

Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu 
405 410 415 

Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu 
420 425 430 

Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala 
435 440 445 

Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro 
450 455 460 

Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe 
465 470 475 480 

Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr 
485 490 495 

Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser 
500 505 510 

Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala 
515 520 525 

Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin 
530 535 540 

Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys 
545 550 555 560 

Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu 
565 570 575 

Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe 
580 585 590 

Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He 
595 600 605 

Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala 
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610 615 620 

Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val 
625 630 635 640 

Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu 
645 650 . 655 

Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 670 



<210> 284 
<211> 663 
<212> PRT 

<213> Homo sapiens 
<400> 284 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Pro Lys Met Val Gin Gly Ser 
20 25 30 

Gly Cys Phe Gly Arg Lys Met Asp Arg lie Ser Ser Ser Ser Gly Leu 
35 40 45 

Gly Cys Lys Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg 
50 55 60 

Lys Met Asp Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Asp Ala 
65 70 75 80 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
85 90 95 

Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
100 105 110 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
115 120 125 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
130 135 140 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
145 150 155 160 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
165 170 175 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
180 185 190 

Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
195 200 205 
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Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His 
210 215 220 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys 
225 230 235 240 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
245 250 255 

Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
260 265 270 

Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
275 280 285 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
290 295 300 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
305 310 1 315 320 

Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala 
325 330 335 

Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys 
340 345 350 

Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He 
355 360 365 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
370 375 380 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
385 390 395 400 

Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
405 410 415 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
420 425 430 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
435 440 445 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
450 455 460 

Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
465 470 475 " 480 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
485 490 495 



Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
500 505 510 
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Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 
515 520 525 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
530 535 540 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 
545 550 555 560 

Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 
565 570 575 

Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys 
580 585 590 

Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val 
595 600 605 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 
610 615 620 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 
625 630 635 640 

Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 
645 650 655 

Ser Gin Ala Ala Leu Gly Leu 
660 



<210> 285 
<211> 68 
<212> PRT 

<213> Homo sapiens 
<400> 285 

Ser Arg Gly Pro Tyr His Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr 
1 5 .10 15 

Tyr Lys He Pro Arg Gin Arg He Met Asp Tyr Tyr. Glu Thr Asn Ser . 
20 25 30 

Gin Cys Ser Lys Pro Gly He Val Phe He Thr Lys Arg Gly His Ser 
35 40 45 

Val Cys Thr Asn Pro Ser Asp Lys Trp Val Gin Asp Tyr He Lys Asp 
50 55 60 

Met Lys Glu Asn 
65 



<210> 286 
<211> 68 
<212> PRT 
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<213> Homo sapiens 
<400> 286 

Ser Arg Gly Pro Tyr His Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr 
1 5 10 15 

Tyr Lys He Pro Arg Gin Arg He Met Asp Tyr Tyr Glu Thr Asn Ser 
20 25 30 

Gin Cys Ser Lys Pro Gly He Val Phe He Thr Lys Arg Gly His Ser 
35 40 45 

Val Cys Thr Asn Pro Ser Asp Lys Trp Val Gin Asp Tyr He Lys Asp 
50 55 60 

Met Lys Glu Asn 
65 

<210> 287 

<211> 66 

<212> PRT 

<213> Homo sapiens 

<400> 287 

Gly Pro Tyr His Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys 
1 5 10 15 

He Pro Arg Gin Arg He Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys 
20 25 30 

Ser Lys Pro Gly He Val Phe - He Thr Lys Arg Gly His Ser Val Cys 
35 40 45 

Thr Asn Pro Ser Asp Lys Trp Val Gin Asp Tyr He Lys Asp Met Lys 
50 55 60 

Glu Asn 
65 



<210> 288 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 288 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu Arg Arg His 
20 25 30 



<210> 289 
<211> 241 
<212> PRT 
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<213> Homo sapiens 
<400> 289 

Ala Thr Met Val Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro 
1 5 10 15 

lie Leu Val Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val 
20 25 30 

Ser Gly Glu Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys 
35 40 45 

Phe lie Cys Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val 
50 55 60 

Thr Thr Leu Thr Tyr Gly Val Gin Cys Phe Ser Arg Tyr Pro Asp His 
65 70 75 80 

Met Lys Gin His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val 
85 90 95 

Gin Glu Arg Thr lie Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg 
100 105 110 

Ala Glu Val Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lie Glu Leu 
115 120 125 

Lys Gly He Asp Phe Lys Glu Asp Gly Asn lie Leu Gly His Lys Leu 
130 135 140 

Glu Tyr Asn Tyr Asn Ser His Asn Val Tyr lie Met Ala Asp Lys Gin 
145 150 155 160 

Lys Asn Gly He Lys Val Asn Phe Lys He Arg His Asn He Glu Asp 
165 170 175 

Gly Ser Val Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro He Gly 
180 185 190 

Asp Gly Pro Val Leu Leu Pro Asp Asn His Tyr Leu Ser Thr Gin Ser 
195 200 205 

Ala Leu Ser Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu 
210 ~ 215 220 

Glu Phe Val Thr Ala Ala Gly He Thr Leu Gly Met Asp Glu Leu Tyr 
225 230 235 240 

Lys 



<210> 290 
<211> 165 
<212> PRT 

< 2 1 3 > Homo sapi ens 
<400> 290 
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Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
.165 

<210> 291 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 291 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met lie Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 
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Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Tip Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 

<210> 292 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 292 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

* 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 

<210> 293 
<211> 30 
<212> PRT 
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<213> Homo sapiens 
<400> 293 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 294 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 294 

Ala Gly Cys Lys Asn Phe Phe Trp Lys Thr Phe Thr Ser Cys 
1 5 10 



<210> 295 
<211> 30 
<212> PRT 

<213> Homo sapiens 



<400> 295 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 

<210> 296 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 296 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1.5 10 "* 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 ~ 30 



<210> 297 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 297 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg 
20 25 30 
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<210> 298 
<211> 32 
<212> PRT 

<213> Homo sapiens 
<400> 298 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 15 

Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu Arg Arg His 
20 25 30 



<210> 299 
<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 299 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 300 
<211> 30 
<212> PRT 

<213> Homo sapiens ' 
<400> 300 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 301 
<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 301 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 302 

<211> 30 

<212> PRT 

<213> Homo sapiens 
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<400> 302 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 " 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 303 
<211> 657 
<212> PRT 

<213> Homo sapiens 
<400> 303 

Met Asn lie Phe Tyr lie Phe Leu Phe Leu Leu Ser Phe Val Gin Gly 
15 10 15 

Leu Glu His Thr His Arg Arg Gly Ser Leu Asp Lys Arg His Gly Glu 
20 25 ~ 30 

Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala 
35 40 45 

Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Asp Ala His Lys Ser 
50 55 60 

Glu Val Ala His Arg Phe Lys Asp Asp Ala His Lys Ser Glu Val Ala 
65 70 75 80 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
85 90 95 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
100 105 110 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
115 120 125 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
130 135 140 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
145 150 155 160 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
165 170 175 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
180 185 190 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
195 200 205 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
210 215 220 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
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225 



230 



235 



240 



Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
245 250 255 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
260 265 270 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
275 280 285 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
290 295 300 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
305 310 315 320 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
325 330 335 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
340 345 350 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
355 360 365 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
370 375 380 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
385 390 395 400 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
405 410 415 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
420 425 430 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
435 440 445 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
450 455 460 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
465 470 475 480 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
485 490 495 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
500 505 510 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
515 520 525 



Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
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530 535 540 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
545 550 555 560 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
565 570 575 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
580 585 590 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
595 600 605 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
610 615 620 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
625 630 635 640 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
645 650 655 

Leu 



<210> 304 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 304 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu Arg Arg His 
20 25 30 



<210> 305 
<211> 30 
<212> PRT 

'<213> Homo sapiens 
<400> 305 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 306 
<211> 30 
<212> PRT 
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<213> Homo sapiens 
<400> 306 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 307 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 307 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
2Q 25 30 



<210> 308 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 308 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 309 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 309 

Ser Leu Arg Arg Ser Ser Cys Phe Gly Gly Arg Met Asp Arg He Gly 
15 10 15 

Ala Gin Ser Gly Leu Gly Cys Asn Ser Phe Arg Tyr 
20 25 



<210> 310 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 310 

His Gly Glu Gly Thr Phe Thr Ser Asp. Val Ser Ser Tyr Leu Glu Gly 
15 10 15 
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Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 311 
<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 311 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 



<210> 312 
<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 312 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg 
20 25 30 

<210> 313 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 313 

He Lys Pro Glu Ala Pro Gly Glu Asp Ala Ser Pro Glu Glu Leu Asn 
15 10 15 

Arg Tyr Tyr Ala Ser Leu Arg His Tyr Leu Asn Leu Val Thr Arg Gin 
20 25 30 

Arg Tyr 



<210> 314 

<211> 29 

<212> PRT 

<213> Homo sapiens 

<400> 314 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1.5 10 15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu 
20 25 
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<210> 315 

<211> 29 

<212> PRT 

<213> Homo sapiens 

<400> 315 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
15 10 15 

Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu 
20 25 



<210> 316 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 316 

lie Lys Pro Glu Ala Pro Gly Glu Asp Ala Ser Pro Glu Glu Leu Asn 
1 5 10 15 

Arg Tyr Tyr Ala Ser Leu Arg His Tyr Leu Asn Leu Val Thr Arg Gin 
20 25 30 

Arg Tyr 



<210> 317 
<211> 32 
<212> PRT 

<213> Homo sapiens 
<400> 317 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 15 

Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu Arg Arg His 
20 25 30 



<210> 318 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 318 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
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10 



15 



Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu Arg Arg His 
20 25 30 



<210> 319 
<211> 33 
<212> PRT 

. <213> Homo sapiens 
<400> 319 

His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp Asn 
1 5 10 15 

Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He Thr 
20 25 30 

c 

Asp 



<210> 320 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 320 

His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp Asn 
15 10 15 

Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He Thr 
20 25 30 

Asp 



<210> 321 
<211> 26 
<212> PRT 

<213> Homo sapiens 
<400> 321 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
15 10 15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys 
20 25 
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<210> 322 
<2U> 27 
<212> PRT 

<213> Homo sapiens 
<400> 322 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
15 10 15 

Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys 
20 25 



<210> 323 % 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 323 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 ~ 15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys Val 
20 25 



<210> 324 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 324 

His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp Asn 
15 10 15 

Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He Thr 
20 25 30 

Asp 

<210> 325 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 325 

His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp Asn 
1 5 10 15 

Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He Thr 
20 25 30 

Asp 
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<210> 326 
<211> 27 
<212> PRT 

<213> Homo sapiens 
<400> 326 

His Ser Asp Gly lie Phe Thr Asp Ser Tyr Ser Arg Tyr Arg Lys Gin 
1 5 10 15 

Met Ala Val Lys Lys Tyr Leu Ala Ala Val Leu 
20 25 



<210> 327 
<211> 27 
<212> PRT 

<213> Homo sapiens 
<400> 327 

His Ser Asp Gly He Phe Thr Asp Ser Tyr Ser Arg Tyr Arg Lys Gin 
15 10 15 

Met Ala Val Lys Lys Tyr Leu Ala Ala Val Leu 
20 25 



<210> 328 
<211> 38 
<212> PRT 

<213> Homo sapiens 
<400> 328 

His Ser Asp Gly He Phe Thr Asp Ser Tyr Ser Arg Tyr Arg Lys Gin 
15 10 15 

Met Ala Val Lys Lys Tyr Leu Ala Ala Val Leu Gly Lys Arg Tyr Lys 
20 25 30 

Gin Arg Val Lys Asn Lys 
35 



<210> 329 
<211> 38 
<212> PRT 

<213> Homo sapiens 
<400> 329 

His Ser Asp Gly He Phe Thr Asp Ser Tyr Ser Arg Tyr Arg Lys Gin 
1 5 10 15 

Met Ala Val Lys Lys Tyr Leu Ala Ala Val Leu Gly Lys Arg Tyr Lys 
20 25 . 30 
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Gin Arg Val Lys Asn Lys 
35 



<210> 330 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 330 

His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser lie 
1 5 10 15 

Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met Ser 
20 25 30 

Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly Gin 
35 40 45 

Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr Thr 
50 55 60 

Lys Glu Gly Cys Arg Gly lie Asp Lys Arg His Trp Asn Ser Gin Cys 
65 70 75 80 

Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys Lys 
85 90 95 

Arg He Gly Trp Arg Phe He Arg He Asp Thr Ser Cys Val Cys Thr 
100 105 110 

Leu Thr He Lys Arg Gly Arg 
115 



<210> 331 
<211> 119 " 
<212> PRT 

<213> Homo sapiens 
<400> 331 

His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser He 
15 10 15 

Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met Ser 
20 25 30 

Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly Gin 
35 40 45 

Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr Thr 
50 55 60 

Lys Glu Gly Cys Arg Gly He Asp Lys Arg His Trp Asn Ser Gin Cys 
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65 70 75 80 

Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys Lys 
85 90 95 

Arg He Gly Trp Arg Phe He Arg He Asp Thr Ser Cys Val Cys Thr 
100 105 110 

Leu Thr He Lys Arg Gly Arg 
115 



<210> 332 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 332 

His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser He 
1 5 10 15 

Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met Ser 
20 25 30 

Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly Gin 
35 40 45 

Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr Thr 
50 55 60 

Lys Glu Gly Cys Arg Gly He Asp Lys Arg His Trp Asn Ser Gin Cys 
65 70 75 80 

Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys Lys 
85 90 95 

Arg lie Gly Trp Arg Phe He Arg He Asp Thr Ser Cys Val Cys Thr 
100 105 110 

Leu Thr lie Lys Arg Gly Arg 
115 



<210> 333 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 333 

His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser He 
1 5 10 15 

Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met Ser 
20 25 30 
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Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly Gin 
35 40 45 

Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr Thr 
50 55 60 

Lys Glu Gly Cys Arg Gly lie Asp Lys Arg His Trp Asn Ser Gin Cys 
65 70 75 80 

Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys Lys 
85 90 95 

Arg He Gly Trp Arg Phe He Arg He Asp Thr Ser Cys Val Cys Thr 
100 105 110 

Leu Thr He Lys Arg Gly Arg 
115 



<210> 334 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 334 

His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser He 
1 5 10 15 

Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met Ser 
20 25 ( 30 

Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly Gin 
35 40 45 

Leu Lys Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr Thr 
50 55 60 

Lys Glu Gly Cys Arg Gly He Asp Lys Arg His Trp Asn Ser Gin Cys 
65 70 75 80 

Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys Lys 
85 90 95 

Arg He Gly Trp Arg Phe He Arg He Asp Thr Ser Cys Val Cys Thr 
100 105 HO 

Leu Thr He Lys Arg Gly Arg 
115 



<210> 335 
<211> 119 
<212> PRT 

<213> Homo sapiens 
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<400> 335 

-His Ser Asp Pro Ala Arg Arg Gly Glu Leu Ser Val Cys Asp Ser lie 
1 5 10 J 15 

Ser Glu Trp Val Thr Ala Ala Asp Lys Lys Thr Ala Val Asp Met Ser 
20 25 30 

Gly Gly Thr Val Thr Val Leu Glu Lys Val Pro Val Ser Lys Gly Gin 
35 40 45 

Leu Lys, Gin Tyr Phe Tyr Glu Thr Lys Cys Asn Pro Met Gly Tyr Thr 
50 55 60 

Lys Glu Gly Cys Arg Gly lie Asp Lys Arg His Trp Asn Ser Gin Cys 
65 70 75 80 

Arg Thr Thr Gin Ser Tyr Val Arg Ala Leu Thr Met Asp Ser Lys Lys 
85 90 95 

Arg lie Gly Trp Arg Phe lie Arg lie Asp Thr Ser Cys Val Cys Thr 
100 105 110 

Leu Thr lie Lys Arg Gly Arg 
115 



<210> 336 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 336 

Phe Pro Leu Pro Ala Gly Lys Arg Pro Pro Glu Ala Pro Ala Glu Asp 
15 10 15 

Arg Ser Leu Gly Arg Arg Arg Ala Pro Phe Ala Leu Ser Ser Asp Ser 
20 25 30 

Asn Met Pro Glu Asp Tyr Pro Asp Gin Phe Asp Asp Val Met Asp Phe 
35 40 45 

lie Gin Ala Thr lie Lys Arg Leu Lys Arg Ser Pro Asp Lys Gin Met 
50 55 60 

Ala Val Leu Pro Arg Arg Glu Arg Asn Arg Gin Ala Ala Ala Ala Asn 
65 70 75 80 

Pro Glu Asn Ser Arg Gly Lys Gly Arg Arg Gly Gin Arg Gly Lys Asn 
85 90 95 

Arg Gly Cys Val Leu Thr Ala lie His Leu Asn Val Thr Asp Leu Gly 
100 105 110 

Leu Gly Tyr Glu Thr Lys Glu Glu Leu lie Phe Arg Tyr Cys Ser Gly 
115 120 125 
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Ser Cys Asp Ala Ala Glu Thr Thr Tyr Asp Lys lie Leu Lys Asn Leu 
130 135 140 

Ser Arg Asn Arg Arg Leu Val Ser Asp Lys Val Gly Gin Ala Cys Cys 
145 150 155 160 

Arg Pro He Ala Phe Asp Asp Asp Leu Ser Phe Leu Asp Asp Asn Leu 
165 170 175 

Val Tyr His lie Leu Arg Lys His Ser Ala Lys Arg Cys Gly Cys He 
180 185 190 



<210> 337 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 337 

Phe Pro Leu Pro Ala Gly Lys Arg Pro Pro Glu Ala Pro Ala Glu Asp 
15 10 15 

Arg Ser Leu Gly Arg Arg Arg Ala Pro Phe Ala Leu Ser Ser Asp Ser 
20 25 30 

Asn Met Pro Glu Asp Tyr Pro Asp Gin Phe Asp Asp Val Met Asp Phe 
35 40 45 

He Gin Ala Thr He Lys Arg Leu Lys Arg Ser Pro Asp Lys Gin Met 
50 55 60 

Ala Val Leu Pro Arg Arg Glu Arg Asn Arg Gin Ala Ala Ala Ala Asn 
65 70 75 80 

Pro Glu Asn Ser Arg Gly Lys Gly Arg Arg Gly Gin Arg Gly Lys Asn 
85 90 95 

Arg Gly Cys Val Leu Thr Ala lie His Leu Asn Val Thr Asp Leu Gly 
100 105 HO 

Leu Gly Tyr Glu Thr Lys Glu Glu Leu He Phe Arg Tyr Cys Ser Gly 
115 120 125 

Ser Cys Asp Ala Ala Glu Thr Thr Tyr Asp Lys He Leu Lys Asn Leu 
130 135 140 

Ser Arg Asn Arg Arg Leu Val Ser Asp Lys Val Gly Gin Ala Cys Cys 
145 150 155 160 

Arg Pro He Ala Phe Asp Asp Asp Leu Ser Phe Leu Asp Asp Asn Leu 
165 170 175 

Val Tyr His He Leu Arg Lys His Ser Ala Lys Arg Cys Gly Cys He 
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180 



185 



190 



<210> 338 
<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 338 

Ala Arg Leu Gly Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu Val Arg 
1 5 10 15 

Val Ser Glu Leu Gly Leu Gly Tyr Ala Ser Asp Glu Thr Val Leu Phe 
20 25 30 

Arg Tyr Cys Ala Gly Ala Cys Glu Ala Ala Ala Arg Val Tyr Asp Leu 
35 40 45 

Gly Leu Arg Arg Leu Arg Gin Arg Arg Arg Leu Arg Arg Glu Arg Val 
50 55 60 

Arg Ala Gin Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser 
65 70 75 80 

Phe Leu Asp Ala His Ser Arg Tyr His Thr Val His Glu Leu Ser Ala 
85 90 95 

Arg Glu Cys Ala Cys Val 
100 



<210> 339 
<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 339 

Ala Arg Leu Gly Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu Val Arg 
1 5 10 15 

Val Ser Glu Leu Gly Leu Gly Tyr Ala Ser Asp Glu Thr Val Leu Phe 
20 25 30 

Arg Tyr Cys Ala Gly Ala Cys Glu Ala Ala Ala Arg Val Tyr Asp Leu 
35 40 45 

Gly Leu Arg Arg Leu Arg Gin Arg Arg Arg Leu Arg Arg Glu Arg Val 
50 55 60 

Arg Ala Gin Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser 
65 70 75. 80 



293 



WO 2005/003296 



PCT/US2004/001369 



Phe Leu Asp Ala His Ser Arg Tyr His Thr Val His Glu Leu Ser Ala 
85 90 95 

Arg Glu Cys Ala Cys Val 
100 



<210> 340 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 340 

Tyr Ala Glu His Lys Ser His Arg Gly Glu Tyr Ser Val Cys Asp Ser 
1 5 10 15 

Glu Ser Leu Trp Val Thr Asp Lys Ser Ser Ala He Asp He Arg Gly 
20 25 30 

His Gin Val Thr Val Leu Gly Glu He Lys Thr Gly Asn Ser Pro Val 
35 40 45 

Lys Gin Tyr Phe Tyr Glu Thr Arg Cys Lys Glu Ala Arg Pro Val Lys 
50 55 60 

Asn Gly Cys Arg Gly He Asp Asp Lys His Trp Asn Ser Gin Cys Lys 
65 70 75 80 

Thr Ser Gin Thr Tyr Val Arg Ala Leu Thr Ser Glu Asn Asn Lys Leu 
85 90 95 

Val Gly Trp Arg Trp He Arg He Asp Thr Ser Cys Val Cys Ala Leu 
100 105 110 

Ser Arg Lys He Gly Arg Thr 
115 



<210> 341 
<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 341 

Tyr Ala Glu His Lys Ser His Arg Gly Glu Tyr Ser Val Cys Asp Ser 
15 10 15 

Glu Ser Leu Trp Val Thr Asp Lys Ser Ser Ala lie Asp He Arg Gly 
20 25 30 

His Gin Val Thr Val Leu Gly Glu He Lys Thr Gly Asn Ser Pro Val 
35 40 45 

Lys Gin Tyr Phe Tyr Glu Thr Arg Cys Lys Glu Ala Arg Pro Val Lys 
50 55 60 
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Asn Gly Cys Arg Gly He Asp Asp Lys His Trp Asn Ser Gin Cys Lys 
65 70 75 80 

Thr Ser Gin Thr Tyr Val Arg Ala Leu Thr Ser Glu Asn Asn Lys Leu 
85 90 95 

Val Gly Trp Arg Trp He Arg He Asp Thr Ser Cys Val Cys Ala Leu 
100 105 110 

Ser Arg Lys He Gly Arg Thr 
115 



<210> 342 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 342 

Trp Gly Pro Asp Ala Arg Gly Val Pro Val Ala Asp Gly Glu Phe Ser 
1 5 10 15 

Ser Glu Gin Val Ala Lys Ala Gly Gly Thr Trp Leu Gly Thr His Arg 
20 25 30 

Pro Leu Ala Arg Leu Arg Arg Ala Leu Ser Gly Pro Cys Gin Leu Trp 
35 40 45 

Ser Leu Thr Leu Ser Val Ala Glu Leu Gly Leu Gly Tyr Ala Ser Glu 
50 55 60 

Glu Lys Val lie Phe Arg Tyr Cys Ala Gly Ser Cys Pro Arg Gly Ala 
65 70 75 " ~ 80 

Arg Thr Gin His Gly Leu Ala Leu Ala Arg Leu Gin Gly Gin Gly Arg 
85 .90 95 

Ala His Gly Gly Pro Cys Cys Arg Pro Thr Arg Tyr Thr Asp Val Ala 
100 105 110 

Phe Leu Asp Asp Arg His Arg Trp Gin Arg Leu Pro Gin Leu Ser Ala 
115 120 125 

Ala Ala Cys Gly Cys Gly Gly 
130 " 135 



<210> 343 
<211> 135 
<212> PRT 
<213> Homo sapiens 

<400> 343 

Trp Gly Pro Asp Ala Arg Gly Val Pro Val Ala Asp Gly Glu Phe Ser 
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1 5 10 15 

Ser Glu Gin Val Ala Lys Ala Gly Gly Thr Trp Leu Gly Thr His Arg 
20 25 30 

Pro Leu Ala Arg Leu Arg Arg Ala Leu Ser Gly Pro Cys Gin Leu Trp 
35 40 45 

Ser Leu Thr Leu Ser Val Ala Glu Leu Gly Leu Gly Tyr Ala Ser Glu 
50 55 60 

Glu Lys Val lie Phe Arg Tyr Cys Ala Gly Ser Cys Pro Arg Gly Ala 
65 70 75 80 

Arg Thr Gin His Gly Leu Ala Leu Ala Arg Leu Gin Gly Gin Gly Arg 
85 90 ~ 95 

Ala His Gly Gly Pro Cys Cys Arg Pro Thr Arg Tyr Thr Asp Val Ala 
100 105 110 

Phe Leu Asp Asp Arg His Arg Trp Gin Arg Leu Pro Gin Leu Ser Ala 
115 120 125 

Ala Ala Cys Gly Cys Gly Gly 
130 135 



<210> 344 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 344 

Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro Pro 
1 5 10 15 

Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr Ala 
20 25 30 

Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser Arg 
35 40 45 

Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly Gly 
50 55 60 

Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala Gly 
65 70 75 80 

Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala Leu 
85 90 95 

Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys Ser 
100 105 no 

Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala Ser 
115 120 125 
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Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro Val 
130 135 140 

Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe Met 
145 150 , 155 160 

Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr Ala 
165 170 175 

Cys Gly Cys Leu Gly 
180 



<210> 345 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<400> 345 

Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro Pro 
1 5 io is 

Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr Ala 
20 25 30 

Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser Arg 
35 40 45 

Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly Gly 
50 55 60 

Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala Gly 
65 70 75 80 

Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala Leu 
85 90 95 

Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys Ser 
100 105 no 

Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala Ser 
115 120 125 

Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro Val 
130 135 140 

Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe Met 
I 45 150 155 160 

Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr Ala 
165 170 175 

Cys Gly Cys Leu Gly 
180 
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<210> 346 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<400> 346 

Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro Pro 
1 5 io 15 

Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr Ala 
20 25 30 

Arg Tip Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser Arg 
35 40 45 

Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly Glv 
50 55 60 

Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala Gly 
65 70 75 80 

Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala Leu 
85 90 95 

Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys Ser 
100 105 no 

Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala Ser 
115 120 125 

Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro Val 
130 135 140 

Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe Met 
145 150 155 160 

Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr Ala 
165 no 175 

Cys' Gly Cys Leu Gly 
180 



<210> 347 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<400> 347 

Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro Pro 
1 5 io 15 

Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr Ala 
20 25 30 
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Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser Arg 
35 40 45 

•i 

Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly Gly 
50 55 60 

Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala Gly 
65. 70 75 80 

Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala Leu 
85 90 95 

Gly Leu Gly His Arg .Ser Asp Glu Leu Val Arg Phe Arg Phe Cys Ser 
100 105 110 

Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala Ser 
115 120 125 

Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro Val 
130 135 140 

Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe Met 
145 150 155 160 

Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr Ala 
165 170 175 

Cys Gly Cys Leu Gly 
180 



<210> 348 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 348 

Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro Pro 
1 5 10 " 15 

Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr Ala 
20 25 30 

Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser Arg 
35 40 45 

Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly Gly 
50 55 60 

Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala Gly 
65 70 75 80 

Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala Leu 
85 90 95 
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Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys Ser 
100 105 110 

Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala Ser 
115 120 125 

Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro Val 
130 135 140 

Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe Met 
145 150 155 160 

Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr Ala 
165 170 175 

Cys Gly Cys Leu Gly 
180 



<210> 349 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<400> 349 

Ser Leu Gly Ser Ala Pro Arg Ser Pro Ala Pro Arg Glu Gly Pro Pro 
15 10 15 

Pro Val Leu Ala Ser Pro Ala Gly His Leu Pro Gly Gly Arg Thr Ala 
20 25 30 

Arg Trp Cys Ser Gly Arg Ala Arg Arg Pro Pro Pro Gin Pro Ser Arg 
35 40 45 

Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser Ala Leu Pro Arg Gly Gly 
50 55 60 

Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser Arg Ala Arg Ala Ala Gly 
65 70 75 80 

Ala Arg Gly Cys Arg Leu Arg Ser Gin Leu Val Pro Val Arg Ala Leu 
85 90 95 

Gly Leu Gly His Arg Ser Asp Glu Leu Val Arg Phe Arg Phe Cys Ser 
100 105 110 

Gly Ser Cys Arg Arg Ala Arg Ser Pro His Asp Leu Ser Leu Ala Ser 
115 120 125 

Leu Leu Gly Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arg Pro Val 
130 135 140 

Ser Gin Pro Cys Cys Arg Pro Thr Arg Tyr Glu Ala Val Ser Phe Met 
145 150 155 160 

Asp Val Asn Ser Thr Trp Arg Thr Val Asp Arg Leu Ser Ala Thr Ala 
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165 



Cys Gly Cys Leu Gly 
180 



170 



175 



<210> 350 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 350 

Gly Val Ser Glu Thr Ala Pro Ala Ser Arg Arg Gly Glu Leu Ala Val 
1.5 10 15 

Cys Asp Ala Val Ser Gly Trp Val Thr Asp Arg Arg Thr Ala Val Asp 
20 25 30 

Leu Arg Gly Arg Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala Gly 
35 40 45 

Gly Ser Pro Leu Arg Gin Tyr Phe Phe Glu Thr Arg Cys Lys Ala Asp 
50 55 60 

Asn Ala Glu Glu Gly Gly Pro Gly Ala Gly Gly Gly Gly Cys Arg Gly 
65 70 75 ~ 80 

Val Asp Arg Arg His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser Tyr 
85 90 95 

Val Arg Ala Leu Thr Ala Asp Ala Gin Gly Arg Val Gly Trp Arg Trp 
100 105 110 

lie Arg He Asp Thr Ala Cys Val Cys Thr Leu Leu Ser Arg Thr Gly 
115 120 125 

Arg Ala 
130 

<210> 351 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 351 

Gly Val Ser Glu Thr Ala Pro Ala Ser Arg Arg Gly Glu Leu Ala Val 
1 5 10 15 

Cys Asp Ala Val Ser Gly Trp Val Thr Asp Arg Arg Thr Ala Val Asp 
20 25 30 

Leu Arg Gly Arg Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala Gly 
35 40 45 

Gly Ser Pro Leu Arg Gin Tyr Phe Phe Glu Thr Arg Cys Lys Ala Asp 
50 55 60 
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Asn Ala Glu Glu Gly Gly Pro Gly Ala Gly Gly Gly Gly Cys Arg Gly 
65 70 75 so 

Val Asp Arg Arg His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser Tyr 
85 90 95 

Val Arg Ala Leu Thr Ala Asp Ala Gin Gly Arg Val Gly Trp Arg Trp 
100 105 no 

He Arg He Asp Thr Ala Cys Val Cys Thr Leu Leu Ser Arg Thr Gly 
115 120 125 

Arg Ala 
130 



<210> 352 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 352 

His Ser Asp Ala Val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin 
1 5 io 15 

Met Ala Val Lys Lys Tyr Leu Asn Ser He Leu Asn 
20 25 



<210> 353 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 353 

His Ser Asp Ala Val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin 
1 5 .10 15 

Met Ala Val Lys Lys Tyr Leu Asn Ser He Leu Asn 
20 25 



<210> 354 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 354 

His Ser Asp Gly Thr Phe Thr Ser Glu Leu Ser Arg Leu Arg Glu Gly 
1 5 10 15 

Ala Arg Leu Gin Arg Leu Leu Gin Gly Leu Val 
20 25 

<210> 355 
<211> 27 
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<212> PRT 

<213> Homo sapiens 

<400> 355 

His Ser Asp Gly Thr Phe Thr Ser Glu Leu Ser Arg Leu Arg Glu Gly 
1 5 10 15 

Ala Arg Leu Gin Arg Leu Leu Gin Gly Leu Val 
20 25 



<210> 356 
<211> 120 
<212> PRT 
<213> Homo sapiens 

<400> 356 

Ser Ser Ser His Pro He Phe His Arg Gly Glu Phe Ser Val Cys Asp 
15 10 15 

Ser Val Ser Val Trp Val Gly Asp Lys Thr Thr Ala Thr Asp He Lys 
20 25 30 

Gly Lys Glu Val Met Val Leu Gly Glu Val Asn He Asn Asn Ser Val 
35 40 45 

Phe Lys Gin Tyr Phe Phe Glu Thr Lys Cys Arg Asp Pro Asn Pro Val 
50 55 60 

Asp Ser Gly Cys Arg Gly lie Asp Ser Lys His Trp Asn Ser Tyr Cys 
65 70 75 80 

Thr Thr Thr His Thr Phe Val Lys Ala Leu Thr Met Asp Gly Lys Gin 
85 90 95 

Ala Ala Trp Arg Phe He Arg He Asp Thr Ala Cys Val Cys Val Leu 
100 105 110 

Ser Arg Lys Ala Val Arg Arg Ala 
115 120 

<210> 357 
<211> 120 
<212> PRT 
<213> Homo sapiens 

<400> 357 

Ser Ser Ser His Pro He Phe His Arg Gly Glu Phe Ser Val Cys Asp 
1 .5 10 15 

Ser Val Ser Val Trp Val Gly Asp Lys Thr Thr Ala Thr Asp He Lys 
20 25 30 

Gly Lys Glu Val Met Val Leu Gly Glu Val Asn He Asn Asn Ser Val 
35 40 45 

Phe Lys Gin Tyr Phe Phe Glu Thr Lys Cys Arg Asp Pro Asn Pro Val 
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50 55 60 

Asp Ser Gly Cys Arg Gly lie Asp Ser Lys His Trp Asn Ser Tyr Cys 
65 70 75 80 

Thr Thr Thr His Thr Phe Val Lys Ala Leu Thr Met Asp Gly Lys Gin 
85 90 95 

Ala Ala Trp Arg Phe lie Arg He Asp Thr Ala Cys Val Cys Val Leu 
100 105 HO 

Ser Arg Lys Ala Val Arg Arg Ala 
115 120 



<210> 358 
<211> 120 
<212> PRT 
<213> Homo sapiens 

<400> 358 

Ser Ser Ser His Pro He Phe His Arg Gly Glu Phe Ser Val Cys Asp 
1 5 10 15 

Ser Val Ser Val Trp Val Gly Asp Lys Thr Thr Ala Thr Asp He Lys 
20 25 30 

Gly Lys Glu Val Met Val Leu Gly Glu Val Asn He Asn Asn Ser Val 
35 40 45 

Phe Lys Gin Tyr Phe Phe Glu Thr Lys Cys Arg Asp Pro Asn Pro Val 
50 55 60 

Asp Ser Gly Cys Arg Gly He Asp Ser Lys His Trp Asn Ser Tyr Cys 
65 70 75 80 

Thr Thr Thr His Thr Phe Val Lys Ala Leu Thr Met Asp Gly Lys Gin 
85 90 95 

Ala Ala Trp Arg Phe He Arg He Asp Thr Ala Cys Val Cys Val Leu 
100 105 110 

Ser Arg Lys Ala Val Arg Arg Ala 
115 120 

<210> 359 
<211> 120 
<212> PRT 
<213> Homo sapiens 

<400> 359 

Ser Ser Ser His Pro He Phe His Arg Gly Glu Phe Ser Val Cys Asp 
1 5 10 15 

Ser Val Ser Val Trp Val Gly Asp Lys Thr Thr Ala Thr Asp He Lys 
20 25 30 
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Gly Lys Glu Val Met Val Leu Gly Glu Val Asn He Asn Asn Ser Val 
35 40 45 

Phe Lys Gin Tyr Phe Phe Glu Thr Lys Cys Arg Asp Pro Asn Pro Val 
50 55 60 

Asp Ser Gly Cys Arg Gly He Asp Ser Lys His Trp Asn Ser Tyr Cys 
65 70 75 80 

Thr Thr Thr His Thr Phe Val Lys Ala Leu Thr Met Asp Gly Lys Gin 
85 . 90 95 

Ala Ala Trp Arg Phe He Arg lie Asp Thr Ala Cys Val Cys Val Leu 
100 105 110 

Ser Arg Lys Ala Val Arg Arg Ala 
115 120 



<210> 360 

<211> 69 

<212> PRT 

<213> Homo sapiens 

<400> 360 

Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser Phe Ser Ala Ser 
1.5 10 15 

Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn Glu Asp Lys Arg 
20 25 30 

His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser 
35 • ,40 45 

Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn Thr Lys Arg Asn 
50 55 60 

Arg Asn Asn He Ala 
65 



<210> 361 

<211> 69 

<212> PRT 

<213> Homo sapiens 

<400> 361 

Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser Phe Ser Ala Ser 
1 5 10 15 

Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn Glu Asp Lys Arg 
20 25 30 

His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser 
35 40 45 

Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn Thr Lys Arg Asn 
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50 55 60 

Arg Asn Asn He Ala 
65 



<210> 362 

<211> 37 

<212> PRT 

<213> Homo sapiens 

<400> 362 

His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser 
1 5 10 15 

Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn Thr Lys Arg Asn 
20 25 30 

Arg Asn Asn He Ala 
35 

<210> 363 

<211> 37 

<212> PRT 

<213> Homo sapiens 



<400> 363 

His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser 
1 5 10 15 

Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn Thr Lys Arg Asn 
20 25 30 

Arg Asn Asn He Ala 
35 

<210> 364 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 364 

His Ala Asp Gly Val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 
15 10 15 

Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met 
20 25 



<210> 365 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 365 

His Ala Asp Gly Val Phe Thr Ser Asp. Phe Ser Lys Leu Leu Gly Gin 
1 5 10 15 
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Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met 
20 25 

<210> 366 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (1) 

<223> Xaa equals thiopropionic acid (Tpa) 
<220> 

<221> MISC_FEATURE 
<222> (23) 

<223> Xaa equals biphenylalanine (Bip) 
<400> 366 

Xaa Asn Leu His Phe Cys Gin Leu Arg Cys Lys Ser Leu Gly Leu Leu 
1 5 10 15 

Gly Lys Cys Ala Gly Ser Xaa Cys Ala Cys Val 
20 25 

<210> 367 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MI SC_ FEATURE 
<222> (1) 

<223> Xaa equals thiopropionic acid (Tpa) 
<220> 

<221> MI SC — FEATURE 
<222> (23) 

<223> Xaa equals biphenylalanine (Bip) 
<400> 367 

Xaa Asn Leu His Phe Cys Gin Leu Arg Cys Lys Ser Leu Gly Leu Leu 
1 5 10 15 

Gly Lys Cys Ala Gly Ser Xaa Cys Ala Cys Val 
20 25 



<210> 368 

<211> 52 

<212> PRT 

<213> Homo sapiens 

<400> 368 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 15 
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Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Ser Pro Lys Met Val Gin 
20 25 30 

Gly Ser Gly Cys Phe Gly Arg Lys Met Asp Arg He Ser Ser Ser Ser 
35 40 45 

Gly Leu Gly Cys 
50 



<210> 369 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 369 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 .5 10 15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys Val 
20 25 



<210> 370 
<211> 32 
<212> PRT 

<213> Homo sapiens 
<400> 370 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
15 10 15 

Arg lie Ser Ser Ser Ser Gly Leu Gly Cys Lys Val Leu Arg Arg His 
20 25 30 



<210> 371 
<211> 27 
<212> PRT 

<213> Homo sapiens 
<400> 371 

Ser Pro Lys Met Val Gin Gly Ser Gly Cys Phe Gly Arg Lys Met Asp 
1 5 10 ^15 

Arg He Ser Ser Ser Ser Gly Leu Gly Cys Lys 
20 25 



<210> 372 
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<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 372 

gagttcttcc catacaaact 



20 



<210> 373 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 373 

catgatcttc aaatggacac t .21 

<210> 374 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 375 

<211> 21 

<212> ENA 

<213> Homo sapiens 

<400> 375 

catgatcttc aaatggacac t 21 

<210> 376 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<210> 377 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 377 

attccatcga tgagcaacct cactcttgtg 30 

<210> 378 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 374 

gagttcttcc catacaaact 



20 



<400> 376 

gcacacgctg gaccttacca ccc 



23 



<400> 378 

aggagcgtcg acaaaagaag c 



21 



<210> 379 
<211> 19 
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<212> DNA 
<213> Homo 



sapiens 



<400> 379 
cgcgcatcga 



tgagcaacc 



19 



<210> 380 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 380 

gccgctgcct taggcttagc caeca tggtg ageaagggeg a 41 

<210> 381 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 381 

ctgcatccta aggttacttg tacagctcgt cca 33 

<210> 382 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 382 

catacaaact taagagtcca 20 

<210> 383 

<211> 56 

<212> DNA. 

<213> Homo sapiens 

<400> 383 

ctttaaatcg atgagcaacc tcactcttgt gtgeatcage gttagccaaa gaagca 56 

<210> 384 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 385 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 385 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctgc cgatattttg getgea 56 

<210> 386 
<211> 20 
<212> DNA 



<400> 384 
catacaaact 



taagagtcca 



20 
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<213> Homo 



sapiens 



<400> 386 
catacaaact 



taagagtcca 



20 



<210> 387 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 387 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctct cttatccaaa gaacct 56 

<210> 388 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 388 

gccgctgcct taggcttagc caeca tggtg ageaagggeg a 41 

<210> 389 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 389 

ctgcatccta aggttacttg tacagctcgt cca 33 

<210> 390 

<211> 74 

<212> DNA 

<213> Homo sapiens 

<400> 390 

aattcattgc ttggttggtt aagggtagag atgcacacaa gagtgaggat gcacacaaga 60 
gtgaggttgc teat 74 

<210> 391 

<211> 72 

<212> DNA 

<213> Homo sapiens 



<400> 391 

cgatgagcaa 

aaccaagcaa 



cctcactctt gtgtgcatcc tcactcttgt gtgcatctct acccttaacc 
tg 



60 
72 



<210> 392 
<211> 98 
<212> DNA 
<213> Homo 



sapiens 



<400> 392 

aattcattgc 

ttaaagattt 



ttggttggtt aagggtagag atgcacacaa gagtgaggtt gctcatcgat 
ggatgeacac aagagtgagg ttgetcat 



60 
98 



<210> 393 
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<211> 96 

<212> DMA 

<213> Homo sapiens 



<400> 393 

cgatgagcaa cctcactctt gtgtgcatcc aaatctttaa atcgatgagc aacctcactc 60 
ttgtgtgcat ctctaccctt aaccaaccaa gcaatg 96 

<210> 394 

<211> 48 

<212> DNA 

<213> Homo sapiens 

■ /. 

<400> 394 

ccgccgctcg aggggtgtgt ttcgtcgaag ccccaagatg gtgcaagg 48 

<210> 395 

<211> 57 

<212> DNA 

<213> Homo sapiens 



<400> 395 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatg ccgcctcagc actttgc 57 

<210> 396 

<211> 95 

<212> DNA 

<213> Homo sapiens 

<400> 396 

aattcattgc ttggttggtt aagggtagag atgcacacaa gagtgaggtt gctcatcgat 60 
ttaaagatga tgcacacaag agtgaggttg ctcat 95 



<210> 


397 


<211> 


93 


<212> 


DNA 


<213> 


Homo 


<400>. 


397 


cgatgagcaa 


tgtgcatctc 


<210> 


398 


<211> 


48 


<212> 


DNA 


<213> 


Homo 


<400> 


398 


ccgccgctcg 


<210> 


399 


<211> 


57 


<212> 


DNA 


<213> 


Homo 


<400> 


399 


agtcccatcg 



60 
93 



48 



57 
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<210> 400 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 400 

aggagcgtcg acaaaagaag cctgcggaga tccagctg 38 

<210> 401 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 401 

gctgtaacag cttccggtac gatgcacaca agagtgaggt tgctcatcga tgcgcg 56 

<210> 402 

<211> 77 

<212> DNA 

<213> Homo sapiens 

<400> 402 

aattcattgc ttggttggtt aagggtagag atgcacacaa gagtgaggtt gatgcacaca 60 
agagtgaggt tgctcat 77 

<210> 403 

<211> 75 

<212> DNA 

<213> Homo sapiens 

<400> 403 

cgatgagcaa cctcactctt gtgtgcatca acctcactct tgtgtgcatc tctaccctta 60 
accaaccaag caatg 75 

<210> 404 

<211> 92 

<212> DNA 

<213> Homo sapiens 

<400> 404 

aattcattgc ttggttggtt aagggtagag atgcacacaa gagtgaggtt gctcatcgat 60 
ttaaagatgc acacaagagt gaggttgctc at 92 

<210> 405 

<211> 90 

<212> DNA 

<213> Homo sapiens 

<400> 405 

cgatgagcaa cctcactctt gtgtgcatct ttaaatcgat gagcaacctc actcttgtgt 60 
gcatctctac ccttaaccaa ccaagcaatg 90 

<210> 406 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<400> 406 
gcaatcaaac 



ccgaggct 



18 



<210> 407 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 407 

ctttaaatcg atgagcaacc t 21 

<210> 408 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 408 

aggagcgtcg acaaaagaag ccccaagatg gtgcaag 37 

<210> 409 

<211> 59 

<212> DNA 

<213> Homo sapiens 



<210> 410 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 410 

gcaagcccca agatggtgca agg 23 

<210> 411 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 411 

cgcgcatcga tgagcaacct cactcttgtg tgcatccagc actttgcagc ccaggccac 59 

<210> 412 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 412 

ccgccgctcg aggggtgtgt ttcgtcgaag ccccaagatg gtgcaagg 48 

<210> 413 

<211> 57 

<212> DNA 

<213> Homo sapiens 



<400> 409 
cgcgcatcga 



tgagcaacct cactcttgtg tgcatccagc actttgcagc ccaggccac 



59 



314 



WO 2005/003296 PCT7US2004/001369 



<400> 413 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatg ccgcctcagc actttgc 57 

<210> 414 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 414 

ccgccgctcg aggggtgtgt ttcgtcgaag ccccaagatg gtgcaagg 48 

<210> 415 
<211> 57 

<212> DNA v 
<213> Homo sapiens 

<400> 415 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatg ccgcctcagc actttgc 57 

<210> 416 
<211> 23 
<212> DNA 

<213> Homo sapiens 
<400> 416 

gcaagcccca agatggtgca agg 

23 

<210> 417 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 417 

cgcgcatcga tgagcaacct cactcttgtg tgcatcgcag cccaggccac tggagg 56 

<210> 418 
<211> 23 
<212> DNA 

<213> Homo sapiens 
<400> 418 

gcaagcccca agatggtgca agg 

23 

<210> 419 
<211> 58 
<212> DNA 

<213> Homo sapiens 
<400> 419 

cgcgcatcga tgagcaacct cactcttgtg tacatcttt-o 

y y tacacctttg cagcccaggc cactggag 58 

<210> 420 
<211> 23 

<212> DNA / 
<213> Homo sapiens 

<400> 420 
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gcaagcccca agatggtgca agg 23 

<210> 421 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 421 

cgcgcatcga tgagcaacct cactcttgtg tgcatccact ttgcagccca ggccactgga 60 
g 61 

<210> 422 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 422 

aggagcgtcg acaaaagaag ccccaagatg gtgcaag 37 

<210> 423 
<211> 56 
<212> DNA 

<213> Homo sapiens . 
<400> 423 

cgcgcatcga tgagcaacct cactcttgtg tgcatcgcag cccaggccac tggagg 56 

<210> 424 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 424 

aggagcgtcg acaaaagaag ccccaagatg gtgcaag 37 

<210> 425 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 425 

cgcgcatcga tgagcaacct cactcttgtg tgcatccact ttgcagccca ggccac 56 

<210> 426 
<211> 103 
<212> DNA 
<213> Homo sapiens 

<400> 426 

gggttgggat ccccgccatc atgtggtggc gcctgtggtg gctgctgctg ctgctgctgc 60 
tgctgtggcc catggtgtgg gccagcccca agatggtgca agg 103 

<210> 427 

<211> 57 

<212> DNA 

<213> Homo sapiens 
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<400> 427 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatg ccgcctcagc actttgc 57 

<210> 428 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 428 

aggagcgtcg acaaaagaag ccccaagatg gtgcaag 37 

<210>. 429 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 429 

cgcgcatcga tgagcaacct cactcttgtg tgcatctttg cagcccaggc cac 53 



<210> 430 
<211> 774 
<212> PRT 
<213> Homo sapiens 

<400> 430 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Cys Asp Leu Pro Gin Thr His Ser 
20 25 30 

Leu Gly Ser Arg Arg Thr Leu Met Leu Leu Ala Gin Met Arg Arg He 
35 40 45 

Ser Leu Phe Ser Cys Leu Lys Asp Arg His Asp Phe Gly Phe Pro Gin 
50 55 60 

Glu Glu Phe Gly Asn Gin Phe Gin Lys Ala Glu Thr He Pro Val Leu 
65 70 75 80 

His Glu Met He Gin Gin He Phe Asn Leu Phe Ser Thr Lys Asp Ser 
85 90 95 

Ser Ala Ala Trp Asp Glu Thr Leu Leu Asp Lys Phe Tyr Thr Glu Leu 
100 105 110 

Tyr Gin Gin Leu Asn Asp Leu Glu Ala Cys Val He Gin Gly Val Gly 
115 120 125 

Val Thr Glu Thr Pro Leu Met Lys Glu Asp Ser lie Leu Ala Val Arg 
130 135 140 

Lys Tyr Phe Gin Arg He Thr Leu Tyr Leu Lys Glu Lys Lys Tyr Ser 
145 150 155 160 

Pro Cys Ala Trp Glu Val Val Arg Ala Glu He Met Arg Ser Phe Ser 
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165 



170 



175 



Leu Ser Thr Asn Leu Gin Glu Ser Leu Arg Ser Lys Glu Asp Ala His 
180 185 190 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
195 200 205 

Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
210 215 220 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
225 230 235 240 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
245 250 255 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
260 265 270 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
275 280 285 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
290 295 300 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
305 310 315 320 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro 
325 330 335 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
340 345 350 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
355 360 365 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
370 375 380 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
385 390 395 * 400 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
405 410 ~ 415 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
420 425 430 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
435 440 445 

Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu 
450 455 460 



Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala 
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465 470 475 480 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
485 490 495 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr. Ala Glu Ala Lys 
500 505 510 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
515 520 525 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
530 535 540 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
545 550 * 555 560 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
565 570 575 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
580 585 590 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
595 600 605 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
610 615 620 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
625 630 635 640 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
645 650 655 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
660 665 670 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
6?5 680 685 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
690 695 700 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
705 710 715 720 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
725 730 735 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
740 745 750 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
755 760 765 

Gin Ala Ala Leu Gly Leu 
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770 



<210> 431 
<211> 498 
<212> DMA 
<213> Homo sapiens 



<400> 431 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 

ttaagaagta aggaataa 498 

<210> 432 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 432 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 



Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 
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<210> 433 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 433 

cgcgcgcgtc gacaaaagat gtgatctgcc tcaaacccac a 41 

<210> 434 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 434 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 435 
<211> 769 
<212> PRT 

<213> Homo sapiens 
<400> 435 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg 
20 25 30 

Thr Leu Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys 
35 40 45 

Leu Lys Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn 
50 55 60 

Gin Phe Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin 
65 70 75 80 

Gin He Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp 
85 90 95 

Glu Thr Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn 
100 105 110 

Asp Leu Glu Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro 
115 120 125 

Leu Met Lys Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg 
130 135 140 

He Thr Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu 
145 150 155 160 

Val Val Arg Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu 
165 170 175 

Gin Glu Ser Leu Arg Ser Lys Glu Asp Ala His Lys Ser Glu Val Ala 
180 185 190 
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His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
195 200 205 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
210 215 220 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
225 230 235 240 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
245 250 255 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
260 265 270 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 

275 280 285 

< 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
290 295 300 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
305 310 315 320 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
325 330 335 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
340 345 350 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
355 360 365 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
370 375 380 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
385 390 395 ~ 400 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
405 . 410 415 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
420 425 * 430 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
435 440 445 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
450 455 460 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
465 470 475 480 



Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
485 490 495 



322 



WO 2005/003296 



PCTAJS2004/001369 



Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
500 505 510 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
515 520 525 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
530 535 540 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
545 550 555 560 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
565 570 575 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
580 585 590 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
595 600 605 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
610 615 620 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
625 630 635 640 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
645 650 655 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
660 665 670 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
675 680 685 

Glu. Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
690 695 700 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
705 710 715 720 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
725 730 735 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
740 745 750 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
755 760 765 

Leu 

<210> 436 
<211> 495 
<212> DNA 
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<213> Homo sapiens 
<400> 436 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaa tact tec aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 

ttaagaagta aggaa 495 

<210> 437 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 437 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

. Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 

<210> 438 

<211> 27 

<212> DNA 

<213> Homo sapiens 
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<400> 438 

gttagcagag tagcagggct ttcggct 27 

<210> 439 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 439 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 440 
<211> 835 
<212> PRT 
<213> Homo sapiens 

<400> 440 

Met Arg Phe Pro Ser He Phe Thr Ala Val Leu Phe Ala Ala Ser Ser 
1 5 10 15 

Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala Gin 
20 25 30 

He Pro Ala Glu Ala Val He Gly Tyr Ser Asp Leu Glu Gly Asp Phe 
35 40 45 

Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu Leu 
50 55 60 

Phe He Asn Thr Thr He Ala Ser He Ala Ala Lys Glu Glu Gly Val 
65 70 75 80 

Ser Leu Asp Lys Arg Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser 
85 90 95 

Arg Arg Thr Leu Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe 
100 105 110 

Ser Cys Leu Lys Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe 

115 120 . ,125 : 

Gly Asn Gin Phe Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met 
130 .135 140 

He Gin Gin He Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala 
145 150 155 160 

Trp Asp Glu Thr Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin 
165 170 175 

Leu Asn Asp Leu Glu Ala Cys Val He Gin Gly Val Gly Val Thr Glu 
180 185 190 

Thr Pro Leu Met Lys Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe 
195 200 205 

Gin Arg He Thr Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala 
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210 215 220 . 

Trp Glu Val Val Arg Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr 
225 230 235 240 

Asn Leu Gin Glu Ser Leu Arg Ser Lys Glu Asp Ala His Lys Ser Glu 
245 250 255 

Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu 
260 265 270 

Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp 
275 280 285 

His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val 
290 295 300 

Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe 
305 310 315 320 

Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
325 330 335 

Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe 
340 345 350 

Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro 
355 360 365 

Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe 
370 375 380 

Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr 
385 390 395 400 

Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr 
405 410 415 

Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu 
420 425 430 

Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu 
435 440 445 

Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp 
450 455 460 

Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu 
465 470 475 480 

Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys 
485 490 ' 495 

His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys 
500 505 510 

Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys 
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515 



520 



525 



Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu 
530 535 540 

Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val 
545 550 555 560 

Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe 
565 570 575 

Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser 
580 585 590 

Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu 
5^5 600 605 

Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe 
610 615 620 

Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin 
625 6 ^0 635 640 

Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala 
64 5 650 655 

Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr 
660 665 * 670 

Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cvs 
675 680 685 

Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser 
690 695 700 

Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser 
705 710 715 720 

Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro- 
725 730 735 

Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe 
740 745 750 

Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu 
755 760 765 

Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lvs 
770 775 780 

His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp 
785 7 *0 795 800 

Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr 
805 810 815 

Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala 
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820 825 830 

Leu Gly Leu 
835 

<210> 441 
<211> 495 
<212> UNA 
<213> Homo sapiens 

<400> 441 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggg.a tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 

ttaagaagta aggaa 495 

<210> 442 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 442 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 HO 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 
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Leu Arg Ser Lys Glu 
165 

<210> 443 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 443 

cgcgcgcgtc gacaaaagat gtgatctgcc tcaaacccac a 41 

<210> 444 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 444 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 445 

<211> 774 

<212> PRT 

<213> Homo sapiens 

<400> 445 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 
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Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 , 

Ala Ser, Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 



Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 
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Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 . 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met 
705 710 715 720 

Lys Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr 
725 730 735 

Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 



Ser Leu Arg Ser Lys Glu 
770 
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<210> 446 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 446 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 

ttaagaagta aggaa 495 

<210> 447 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 447 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 no 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 

<210> 448 
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<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 448 

caagctgcct taggcttatg tgatctgcct caaaccca 38 

<210> 449 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 449 

gaattcggcg cgccttattc cttacttctt aaactttct 39 

<210> 450 
<211> 773 
<212> PRT 

<213> Homo sapiens 
<400> 450 

Met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu Val Leu Ser Cys 
1 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Asp Leu Pro Gin Thr His Ser Leu 
20 25 30 

Gly Ser Arg Arg Thr Leu Met Leu Leu Ala Gin Met Arg Arg lie Ser 
35 40 45 

Leu Phe Ser Cys Leu Lys Asp Arg His Asp Phe Gly Phe Pro Gin Glu 
50 55 60 

Glu Phe Gly Asn Gin Phe Gin Lys Ala Glu Thr He Pro Val Leu His 
.65 70 75 80 

Glu Met He Gin Gin He Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser 
85 90 95 

Ala Ala Trp Asp Glu Thr Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr 
100 105 110 

Gin Gin Leu Asn Asp Leu Glu Ala Cys Val He Gin Gly Val Gly Val 
115 120 125 

Thr Glu Thr Pro Leu Met Lys Glu Asp Ser He Leu Ala Val Arg Lys 
130 135 140 

Tyr Phe Gin Arg He Thr Leu Tyr. Leu Lys Glu Lys Lys Tyr Ser Pro 
145 150 155 160 

Cys Ala Trp Glu Val Val Arg Ala Glu He Met Arg Ser Phe Ser Leu 
165 170 175 

Ser Thr Asn Leu Gin Glu Ser Leu Arg Ser Lys Glu Asp Ala His Lys 
180 185 190 
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Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys 
195 200 205 

Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe 
210 215 220 

Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr 
225 230 235 240 

Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr 
245 250 255 

Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr 
260 265 270 

Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu 
275 280 285 

Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val 
290 295 300 

Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu 
305 310 315 320 

Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr 
325 330 335 

Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala 
340 345 350 

Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro 
355 360 365 

Lys Leu Asp Glu Leu Arg Asp. Glu Gly Lys Ala Ser Ser Ala Lys Gin 
3*70 375 380 

Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys 
385 390 395 400 

Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe 
405 410 415 

Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu 
420 425 430 

Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu 
435 440 445 

Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys 
. 450 455 460 

Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu 
465 470 475 480 



Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp 
485 490 495 
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Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp 
500 505 510 

Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp 
515 520 525 

Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr 
530 535 540 

Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys 
545 550 555 560 

Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie 
565 570 575 

Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin 
580 585 590 

Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr 
595 600 605 

Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys 
610 615 620 

Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr 
625 630 635 640 

Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro 
645 650 655 

Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg 
660 665 670 

Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys 
675 680 685 

Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu 
690 695 700 

Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu 
705 710 715 720 

Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met 
725 730 735 

Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys 
740 745 750 

Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin 
755 760 765 

Ala Ala Leu Gly Leu 
770 



<210> 451 
<211> 495 
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<212> DNA 

<213> Homo sapiens 

<400> 451 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 

ttaagaagta aggaa 495 

<210> 452 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 452 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
. 85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100' 105 110 

. Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 

<210> 453 
<211> 107 
<212> DNA 
<213> Homo sapiens 
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<400> 453 

gcgcgcggat ccgccaccat ggccttgacc tttgctttac tggtggccct cctggtgctc 60 
agctgcaagt caagctgctc tgtgggctgt gatctgcctc aaaccca 107 

<210> 454 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 454 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 455 
<211> 769 
<212> PRT 
<213> Homo sapiens 

<400> 455 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

He Ser Ala Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg 
20 25 30 

Thr Leu Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys 
35 40 45 

Leu Lys Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn 
50 55 60 

Gin Phe Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin 
65 70 75 80 

Gin He Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp 
85 90 95 

Glu Thr Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn 
100 105 110 

Asp Leu Glu Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro 
115 120 125 

Leu Met Lys Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg 
130 135 .140 

He Thr Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu 
145 150 155 160 

Val Val Arg Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu 
165 170 175 

Gin Glu Ser Leu Arg Ser Lys Glu Asp Ala His Lys Ser Glu Val Ala 
180 185 190 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
195 200 205 
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He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
210 215 220 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
225 230 235 240 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
245 250 255 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
260 265 270 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
275 280 285 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
290 295 300 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
305 310 315 320 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
325 330 335 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
340 345 350 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
355 360 365 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
370 375 380 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
385 390 395 400 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
405 410 415 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
420 425 " 430 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
435 440 445 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
450 455 460 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
465 470 475 480 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
485 490 495 



Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
500 505 510 
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Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
515 520 525 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
530 535 540 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
545 550 555 560 

Phe Lys Pro Leu Val Glu. Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
565 570 575 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
580 585 " 590 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
595 600 605 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
610 615 620 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
625 630 635 640 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
645 650 655 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
660 665 670 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
675 680 . 685 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
690 695 700 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
705 710 715 720 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
725 730 735 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
740 745 750 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
755 760 765 

Leu 

<210> 456 
<211> 495 
<212> UNA 
<213> Homo sapiens 

<400> 456 
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tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 

atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 

ttaagaagta aggaa 495 

<210> 457 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 457 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 . 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 

115 . .120. ; 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys. Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 458 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 458 

gcatgtgatc tgcctcaaac ccaca 25 
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<210> 459 
<211> 59 
. <212> DNA 
<213> Homo sapiens 

<400> 459 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 460 
<211> 774 
<212> PRT 
<213> Homo sapiens 

<400> 460 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 / 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys . Cys 
210 215 220 
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Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Tip Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 
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Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met 
705 710 715 720 

Lys Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr 
725 730 735 

Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 * 750 

Arg Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Ser Leu Arg Ser Lys Glu 
770 



<210> 461 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 461 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 
atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 
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gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 

ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 

cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 

aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 
ttaagaagta aggaa 495 

<210> 462 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 462 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 io 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 no 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val tog 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 

<210> 463 
<211> 775 
<212> PRT 

<213> Homo sapiens 
<400> 463 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 
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Tyr Ser Arg Ser Leu Asp Lys Arg Met Ser Tyr Asn Leu Leu Gly Phe 
20 25 30 

Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu 
35 40 45 

Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie 
50 55 60 

Pro Glu Glu lie Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala 
65 70 75 80 

Leu Thr lie Tyr Glu Met Leu Gin Asn lie Phe Ala lie Phe Arg Gin 
85 90 95 

C 

Asp Ser Ser Ser Thr Gly Trp Asn Glu Thr lie Val Glu Asn Leu Leu 
100 105 110 

Ala Asn. Val Tyr His Gin lie Asn His Leu Lys ,Thr Val Leu Glu Glu 
115 120 125 

Lys Leu Glu Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu 
130 135 140 

His Leu Lys Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys 
145 150 155 160 

Glu Tyr Ser His Cys Ala Trp Thr lie Val Arg Val Glu He Leu Arg 
165 170 175 

Asn Phe Tyr Phe He Asn Arg Leu Thr Gly Tyr Leu Arg Asn Asp Ala 
180 185 190 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
195 200 205 

Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
210 215 220 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
225 230 235 240 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
245 250 255 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
260 265 270 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
275 280 285 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
290 295 300 



Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
305 310 315 320 
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Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His 
325 330 335 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys 
340 345 350 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
355 360 365 

Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
370 375 380 

Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
385 390 395 400 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
405 410 415 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
420 425 430 

Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala 
435 440 445 

Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser He Ser Ser Lys 
450 455 460 

Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He 
465 470 475 " 480 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
485 490 495 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
500 505 510 

Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
515 520 " 525 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
530 535 540 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
545 550 555 560 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
565 570 575 

Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
580 585 590 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
595 600 - ^ 



Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
610 615 620 
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Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 

635 640 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
645 650 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 

665 670 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 



685 



Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys 



700 



Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val 
710 715 720 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 

725 7 30 735 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 

740 7 « 750 

Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 

Ser Gin Ala Ala Leu Gly Leu 
770 775 

<210> 464 
<211> 501 
<212> DNA 
<213> Homo sapiens 

<400> 464 

atgagctaca acttgcttgg attcctacaa agaagcaaca attM-r^~ - 

ctgtggcaat tgaatgggag gcttaaataf tlr^T attttcagtg tcagaagctc 60 

cctgaggaga ttaagcagct gcaJcaattc lltll acaggatgaa 'tttgacatc 120 

gagatgctcc agaacatctt KE££ ITn ^T acgccgcatt ^ccatctat 180 

gagactattg ttgagaacc^ cctScta^t atltlTS CatCtagcac tggctggaat 240 

s= =sa ~ B i i= - 

22ES S22 f 5 - 5 =2=5 "~ 5=SS S 

501 

<210> 465 
<211> 166 
<212> PRT 
<213> Homo sapiens 

<400> 465 

Met ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 

5 10 .15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 

25 30 



347 



WO 2005/003296 PCT/US2004/001369 



Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin 
50 55 60 

Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

Arg Gly . Lys Leu Met. Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

lie Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 466 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 466 

cgcgcgcgtc gacaaaagaa tgagctacaa cttgcttgga 40 

<210> 467 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 467 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcgtt tcggaggtaa cctgt 55 

<210> 468 
<211> 775 
<212> PRT 

<213> Homo sapiens 
<400> 468- 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
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35 



40 



45 



He Ala Phe Ala Gin Tyr Le U Gin Gin Cys Pro Phe oiu Asp His Val 

55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 

75 80 



Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 



90 



95 



Asp 



Met Ala 



Leu Gin 



Val 



Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
100 105 no 

Asp Cys cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 

Asp val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 

155 160 
Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 

200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 

215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 

265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 



280 



285 



Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 



300 



Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 33 0 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
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340 



345 



350 



Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe 
610 615 620 

Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys 
625 630 635 640 

Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu He Lys Gin Leu 
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645 



650 



655 



Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie Tyr Glu 
660 



665 



Met Leu 



670 



Gin Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser 



675 



680 685 
Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His 



Ser Thr Gly Trp 



695 700 
Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu. Glu Lys Glu Asp 



Gin lie 



715 



Phe 
720 



Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr 



730 



Tyr Gly 
735 



Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp 



745 



750 



Thr lie val ^Arg Val Glu He Leu Arg Asn Phe Tyr Phe 



755 

Leu Thr Gly Tyr Leu Arg Asn 
770 775 



760 



765 



He Asn Arg 



<210> 469 
<211> 501 
<212> DNA 

<213> Homo sapiens 
<400> 469 



iiisiliilisiSiss 

S===i=S 



60 
120 
180 
240 
300 

cacctgaaaa gatattatgg m^E^-E^**'- gagcagtct * *™ 

2SSS SS l~* «™ SSSS S 

501 



<210> 470 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 470 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 

10 15 
Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 

25 30 
Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin 
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35 40 45 

Glri Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 471 
<211> 772 
<212> PRT 
<213> Homo sapiens 

<400> 471 

Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu 
50 55 60 

He Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He 
65 70 75 80 

Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val 
100 105 HO 

Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
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130 135 140 

Arg Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr 
165 170 175 

Phe He Asn Arg Leu Thr Gly Tyr Leu Arg Asn Asp Ala His Lys Ser 
180 185 190 

Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala 
195 200 205 

Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu 
210 215 220 

Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys 
225 230 235 240 

Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu 
245 250 255 

Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly 
260 265 270 

Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys 
275 280 285 

Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg 
290 295 300 

Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr 
305 310 315 320 

Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe 
325 330 335 

Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe 
340 345 350 

Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys 
355 360 365 

Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg 
370 375 380 

Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala 
385 390 395 " 400 

Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala 
405 410 415 

Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys 
420 425 430 

Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala 
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435 



440 



445 



Lys Tyr He Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu 
450 455 460 

Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val 
465 470 475 480 

Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe 
485 490 495 

Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val 
500 505 510 

Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr 
515 520 525 

Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu 
530 535 540 

Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val 
545 550 555 560 

Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys 
565 570 575 

Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn 
580 585 590 

Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro 
595 600 605 

Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys 
610 615 620 

Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu 
625 630 635 640 

Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val 
645 650 ~ 655 

Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg 
660 665 670 

Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu 
675 680 685 

Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser 
690 695 700 

Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val 
705 710 715 720 

Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp 
725 730 735 



Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu 
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740 745 750 

Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala 
755 760 765 

Ala Leu Gly Leu 
770 

<210> 472 

<211> 561 

<212> DNA - 

<213> Homo sapiens 

<400> 472 

atgaccaaca agtgtctcct ccaaattgct ctcctgttgt gcttctccac tacagctctt 60 

tccatgagct acaacttgct tggattccta caaagaagca gcaattttca gtgtcagaag 120 

ctcctgtggc aattgaat^g gaggcttgaa tattgcctca aggacaggat gaactttgac 180 

atccctgagg agattaagca gctgcagcag ttccagaagg aggacgccgc attgaccatc 240 

tatgagatgc tccagaacat ctttgctatt ttcagacaag attcatctag cactggctgg 300 

aatgagacta ttgttgagaa cctcctggct aatgtctatc atcagataaa ccatctgaag 360 

acagtcctgg aagaaaaact ggagaaagaa gatttcacca ggggaaaact catgagcagt 420 

ctgcacctga aaagatatta tgggaggatt ctgcattacc tgaaggccaa ggagtacagt 480 

cactgtgcct ggaccatagt cagagtggaa atcctaagga acttttactt cattaacaga 540 

cttacaggtt acctccgaaa c 561 

<210> 473 
<211> 187 
<212> PRT 
<213> Homo sapiens 

<400> 473 

Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
1 5 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu 
50 55 60 

He Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He 
65 70 75 80 

Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
130 135 140 
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Arg Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr 
165 170 175 

Phe He Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 

<210> 474 
<211> 106 
<212> DNA 
<213> Homo sapiens 

<400> 474 

gcgcggatcc gaattccgcc gccatgacca acaagtgtct cctccaaatt gctctcctgt 60 
tgtgcttctc cactacagct ctttccatga gctacaactt gcttgg 106 

<210> 475 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 475 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcgtt tcggaggtaa cctgt 55 

<210> 476 
<211> 775 
<212> PRT 

<213> Homo sapiens 
<400> 476 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 
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His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 • 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 ~ 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 



Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 
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Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 * 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe 
610 615 620 

Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys 
625 630 635 .640 

Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu He Lys Gin Leu 
645 650 " 655 

Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu 
660 665 " 670 

Gin Asn . He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp 
675 680 685 

Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He 
690 695 700 

Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe 
705 710 715 " 720 



Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly 
725 730 735 
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Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp 
740 745 750 

Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg 
755 760 765 

Leu Thr Gly Tyr Leu Arg Asn 
770 775 



agaagcagca attttcagtg tcagaagctc 60 
tgcctcaagg acaggatgaa ctttgacatc 120 
cagaaggagg acgccgcatt gaccatctat 180 
agacaagatt catctagcac tggctggaat 240 
gtctatcatc agataaacca tctgaagaca 300 
ttcaccaggg gaaaactcat gagcagtctg 360 
cattacctga aggccaagga gtacagtcac 420 
ctaaggaact tt tact teat taacagactt 480 

498 



<210> 477 
<211> 498 
<212> DNA 
<213> Homo sapiens 

<400> 477 

atgagctaca acttgettgg attcctacaa 
ctgtggcaat tgaatgggag gcttgaatat 
cctgaggaga ttaagcagct gcagcagttc 
gagatgetec agaacatctt tgetatttte 
gagactattg ttgagaacct cctggctaat 
gtcctggaag aaaaactgga gaaagaagat 
cacctgaaaa gatattatgg gaggattctg 
tgtgcctgga ccatagtcag agtggaaatc 
acaggttacc tccgaaac 

<210> 478 
<211> 166 
<212> PRT 
<213> Homo sapiens 

<400> 478 
Met Ser Tyr Asn Leu Leu Gly Phe Leu 
1 5 

Cys Gin Lys Leu Leu Trp Gin Leu Asn 
20 25 



Gin Arg Ser Ser Asn Phe Gin 
10 15 

Gly Arg Leu Glu Tyr Cys Leu 
30 



Lys Asp Arg Met Asn Phe Asp He, Pro Glu Glu He Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 ^ 80 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 
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lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 479 
<211> 772 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (240) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> MISC_FEATURE 
<222> (270) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 479 

Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu 
50 55 60 . 

lie Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He 
.65 70 75 80 

. Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
130 135 140 

Arg Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr 
165 170 175 
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Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg Asn Asp Ala His Lys Ser 
180 185 190 

Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala 
195 200 205 

Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu 
210 215 220 

Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Xaa 
225 230 235 240 

Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu 
245 250 255 

Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Xaa Tyr Gly 
260 265 ~ 270 

Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys 
275 280 285 

Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg 
290 295 300 

Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr 
305 310 315 , 320 

Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe 
325 330 335 

Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe 
340 345 350 

Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys 
355 360 365 

Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg 
370 375 380 

Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala 
385 390 395 400 

Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala 
405 410 415 

Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys 
420 425 430 

Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala 
435 440 445 

Lys Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu 
450 455 460 



Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val 
465 470 475 480 
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Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe 
485 490 495 

Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val 
500 505 510 

Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr 
515 520 525 

Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu 
530 535 540 

Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val 
545 550 555 560 

Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys 
565 570 575 

Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn 
580 585 590 

Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro 
595 600 605 

Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys 
610 615 620 

Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu 
625 630 635 640 

Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val 
645 650 655 

Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg 
660 665 670 

Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu 
675 680 685 

Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser 
690 695 700 

Glu Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val 
705 710 715 720 

Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp 
725 730 735 

Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu 
740 745 750 

Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala 
755 760 765 



Ala Leu Gly Leu 
770 
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<210> 480 

<211> 561 

<212> DNA 

<213> Homo sapiens 

<400> 480 

atgaccaaca agtgtctcct ccaaattgct ctcctgttgt gcttctccac tacagctctt 60 

tccatgagct acaacttgct tggattccta caaagaagca gcaattttca gtgtcagaag 120 

ctcctgtggc aattgaatgg gaggcttgaa tattgcctca aggacaggat gaactttgac 180 

atccctgagg agattaagca gctgcagcag ttccagaagg aggacgccgc attgaccatc 240 

tatgagatgc tccagaacat ctttgctatt ttcagacaag attcatctag cactggctgg 300 

aatgagacta ttgttgagaa cctcctggct aatgtctatc atcagataaa ccatctgaag 360 

acagtcctgg aagaaaaact ggagaaagaa gatttcacca ggggaaaact catgagcagt 420 

ctgcacctga aaagatatta tgggaggatt ctgcattacc tgaaggccaa ggagtacagt 480 

cactgtgcct ggaccatagt cagagtggaa atcctaagga acttttactt cattaacaga 540 

cttacaggtt acctccgaaa c 561 

<210> 481 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 481 

Met Thr Asn Lys Cys Leu Leu Gin lie Ala Leu Leu Leu Cys Phe Ser 
1 5 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu 
50 55 60 

He Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He 
65 70 75 80 

Tyr Glu Met Leu Gin Asn lie Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
130 135 140 

Arg Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr He Val Arg Val Glu lie Leu Arg Asn Phe Tyr 
165 170 175 
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Phe lie Asn Arg Leu Thr Gly Tyx Leu Arg Asn 
180 185 



<210> 482 
<211> 775 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> MI SC — FEATURE 
<222> (487) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 482 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 
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Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Tip Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 . 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Xaa His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 
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Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 

580 585 590 

y 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 . 605 

Leu Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe 
610 615 620 

Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys 
625 630 635 640 

Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu He Lys Gin Leu 
645 650 655 

Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu 
660 665 670 

Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp 
675 680 685 

Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He 
690 695 700 

Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe 
705 710 715 720 

Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly 
725 730 735 

Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp 
740 745 750 

Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg 
755 760 765 

Leu Thr Gly Tyr Leu Arg Asn 
770 775 

<210> 483 

<211> 501 

<212> DNA . 

<213> Homo sapiens 

<400> 483 

atgagctaca acttgcttgg attcctacaa agaagcagca attttcagtg tcagaagctc 60 

ctgtggcaat tgaatgggag gcttgaatat tgcctcaagg acaggatgaa ctttgacatc 120 

cc tgaggaga ttaagcagct gcagcagttc cagaaggagg acgccgcatt gaccatctat 180 
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gagatgctcc agaacatctt tgctattttc agacaagatt catctagcac tggctggaat 240 

gagactattg ttgagaacct cctggctaat gtctatcatc agataaacca tctgaagaca 300 

gtcctggaag aaaaactgga gaaagaagat ttcaccaggg gaaaactcat gagcagtctg 360 

cacctgaaaa gatattatgg gaggattctg cattacctga aggccaagga gtacagtcac 420 

tgtgcctgga ccatagtcag agtggaaatc ctaaggaact tttacttcat taacagactt 480 

acaggttacc tccgaaacta a 501 



<210> 484 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 484 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
1 5 10 15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 

Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu He Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin lie Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
- 130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 485 
<211> 771 
<212> PRT 

<213> Homo sapiens 
<400> 485 

Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
1 5 10 15 

Thr Thr Ala Leu Ser Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser 
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20 25 30 

Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu 
35 40 45 

Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu He 
50 55 60 

Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr 
65 70 75 80 

Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser 
85 90 95 

Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr 
100 105 110 

His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys 
115 120 125 

Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg 
130 135 140 

Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His 
145 150 155 160 

Cys Ala Trp Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe 
165 170 175 

He Asn Arg Leu Thr Gly Tyr Leu Arg Asn Asp Ala His Lys Ser Glu 
180 185 190 

Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu 
195 200 205 

Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp 
210 215 220 

His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val 
225 230 235 240 

Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe 
245 250 255 

Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
260 265 270 

Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe 
275 280 285 

Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro 
290 295 300 

Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe 
305 310 315 320 

Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr 
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325 330 335 

Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr 
340 345 350 

Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu 
355 360 365 

Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu 
370 375 380 

Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp 
385 390 395 400 

Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu 
405 410 415 

Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys 
420 425 430 

His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys 
435 440 445 

Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys 
450 - 455 460 

Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu 
465 470 475 480 

Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val 
485 490 495 

Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe 
500 505 510 

Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser 
515 520 525 

Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu 
530 535 540 

Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe 
545 550 555 560 

Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin 
565 570 575 

Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala 
580 585 590 

Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr 
595 600 605 

Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys 
610 615 620 

Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser 
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625 630 635 640 

Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser 
645 650 655 

Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro 
660 665 670 

Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe 
675 680 685 

Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu 
690 695 700 

Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys 
705 710 715 720 

His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp 
725 730 735 

Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr 
740 745 750 

. Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala 
755 760 765 

Leu Gly Leu 
770 

<210> 486 
<211> 561 
<212> DNA 
<213> Homo sapiens 

<400> 486 

atgaccaaca agtgtctcct ccaaattgct ctcctgttgt gcttctccac tacagctctt 60 

tccatgagct acaacttgct tggattccta caaagaagca gcaattttca gtgtcagaag 120 

ctcctgtggc aattgaatgg gaggcttgaa tattgcctca aggacaggat gaactttgac 180 

atccctgagg agattaagca gctgcagcag ttccagaagg aggacgccgc attgaccatc 240 

tatgagatgc tccagaacat ctttgctatt ttcagacaag. attcatctag cactggctgg 300 

aatgagacta ttgttgagaa cctcctggct aatgtctatcatcagataaa ccatctgaag 360 

acagtcctgg aagaaaaact ggagaaagaa gatttcacca ggggaaaact catgagcagt 420 

ctgcacctga aaagatatta tgggaggatt ctgcattacc tgaaggccaa ggagtacagt 480 

cactgtgcct ggaccatagt cagagtggaa atcctaagga acttttactt cattaacaga 540 

cttacaggtt acctccgaaa c 561 

<210> 487 
<211> 187 
<212> PRT 
<213> Homo sapiens 

<400> 487 

Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
1 5 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 
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Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu 
50 ' ~ 55 60 

lie Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie 
65 . 70 75 80 

Tyr Glu Met Leu Gin Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin lie Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
130 135 140 

Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr lie Val Arg Val Glu He Leu Arg Asn Phe Tyr 
165 170 175 

Phe He Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 

<210> 488 
<211> 771 
<212> PRT 

<213> Homo sapiens 
<400> 488 

Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
1 5 10 15 

Thr Thr Ala Leu Ser Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser 
20 25 30 

Ser Asn Phe Gin Ser Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu 
35 40 45 

Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu He 
50 * 55 60 

Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr 
65 70 75 80 

Glu Met Leu Gin Asn lie Phe Ala He Phe Arg Gin Asp Ser Ser Ser 
85 90 95 

Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr 
100 105 110 
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His Gin lie Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys 
115 120 125 

Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg 
130 135 140 

Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His 
145 150 155 160 

Cys Ala Trp Thr He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe 
165 170 175 

He Asn Arg Leu Thr Gly Tyr Leu Arg Asn Asp Ala His Lys Ser Glu 
180 185 190 

Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu 
195 200 205 

Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp 
210 215 220 

His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val 
225 230 235 240 

Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe 
245 250 255 

Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
260 265 270 

Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe 
275 280 285 

Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro 
290 295 300 

Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe 
305 310 315 320 

Leu Lys Lys Tyr Leu Tyr Glu -lie Ala Arg Arg His Pro Tyr Phe Tyr 
325 330 335 

Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr 
340 345 350 

Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu 
355 360 365 

Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu 
370 375 380 

Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp 
385 390 395 400 



Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu 
405 410 415 
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Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys 
420 425 430 

His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys 
435 440 445 

Tyr He Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys 
450 455 460 

Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu 
465 470 475 480 

Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val 
485 490 495 

Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe 
500 505 510 

Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser 
515 520 525 

Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu 
530 535 540 

Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe 
.545 550 555 560 

Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin 
565 570 575 

Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala 
580 585 590 

Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr 
595 600 605 

Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys 
610 . .615 620 

Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser 
625 630 . 635 640 

Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser 
645 650 % 655 

Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro 
660 665 670 

Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe 
675 680 685 

Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu 
690 695 700 



Lys Glu Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys 
705 710 715 720 
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His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp 
725 730 735 

Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr 
740 745 750 

Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala 
755 760 765 

Leu Gly Leu 
770 

<210> 489 
<211> 561 
<212> DNA 
<213> Homo sapiens 

<400> 489 

atgaccaaca agtgtctcct ccaaattgct ctcctgttgt gcttctccac tacagctctt 60 

tccatgagct acaacttgct tggattccta caaagaagca gcaattttca gtgtcagaag 120 

ctcctgtggc aattgaatgg gaggcttgaa tattgcctca aggacaggat gaactttgac 180 

atccctgagg agattaagca gctgcagcag ttccagaagg aggacgccgc attgaccatc 240 

tatgagatgc tccagaacat ctttgctatt ttcagacaag attcatctag cactggctgg 300 

aatgagacta ttgttgagaa cctcctggct aatgtctatc atcagataaa ccatctgaag 360 

acagtcctgg aagaaaaact ggagaaagaa gatttcacca ggggaaaact catgagcagt 420 

ctgcacctga aaagatatta tgggaggatt ctgcattacc tgaaggccaa ggagtacagt 480 

cactgtgcct ggaccatagt cagagtggaa atcctaagga acttttactt cattaacaga 540 

cttacaggtt acctccgaaa c 561 

<210> 490 
<211> 187 
<212> PRT 
<213> Homo sapiens 

<400> 490 

Met Thr Asn Lys Cys Leu Leu Gin lie Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu 
50 55 60 

He Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He 
65 70 75 80 

Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 
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Tyr His Gin lie Asn His Leu Lys Thr Val Leu Glu . Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
13 <> 135 140 

Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 leo 

His Cys Ala Trp Thr He Val Arg Val Glu lie Leu Arg Asn Phe Tyr 
165 170 " 175 

Phe He Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 

<210> 491 
<211> 769 
<212> PRT 
<213> Homo sapiens 

<400> 491 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ala Gly Val 
1 5 io 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 ' 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 no 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He 
145 150 • 155 ^ leo 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 
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Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 
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Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Met Ser Tyr Asn Leu 
595 600 605 

Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu 
610 615 620 

Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn 
625 630 635 640 

Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin Gin Phe Gin Lys Glu 
645 650 655 

Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin Asn He Phe Ala He 
660 665 670 

Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn Glu Thr He Val Glu 
675 680 685 

Asn Leu Leu Ala Asn Val Tyr His Gin He Asn His Leu Lys Thr Val 
690 695 700 

Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr Arg Gly Lys Leu Met 
705 710 , 715 720 

Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg He Leu His Tyr Leu 
725 730 735 

Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr He Val Arg Val Glu 
740 745 750 

He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu Thr Gly Tyr Leu Arg 
755 760 765 

Asn 

<210> 492 
<211> 498 
<212> DNA 
<213> Homo sapiens 
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<400> 492 

atgagctaca acttgcttgg attcctacaa agaagcagca attttcagtg tcagaagctc 60 
ctgtggcaat tgaatgggag gcttgaatat tgcctcaagg acaggatgaa ctttgacatc 120 
cctgaggaga ttaagcagct gcagcagttc cagaaggagg acgccgcatt gaccatctat 180 
gagatgctcc agaacatctt tgctattttc agacaagatt catctagcac tggctggaat 240 
gagactattg ttgagaacct cctggctaat gtctatcatc agataaacca tctgaagaca 300 
gtcctggaag aaaaactgga gaaagaagat ttcaccaggg gaaaactcat gagcagtctg 360 
cacctgaaaa gatattatgg gaggattctg cattacctga aggccaagga gtacagtcac 420 
tgtgcctgga ccatagtcag agtggaaatc ctaaggaact tttacttcat taacagactt 480 
acaggttacc tccgaaac 493 

<210> 493 
<211> 166 
<212> PRT 
<213> Homo sapiens 

<400> 493 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
1 5 10 15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 

Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu He Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 HO 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 494 
<211> 769 
<212> PRT 
<213> Homo sapiens 
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<400> 494 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
1 5 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 . 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 
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Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
34° 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 3 6 5 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
4 °5 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 4 8 o 



Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 4 9 o 



495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asn 
500 505 sio 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin 
530 535 " 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 



Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 



585 



590 



Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Met Ser Tyr Asn Leu 
=95 600 6Q5 
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Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu 
610 615 620 

Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn 
625 630 635 640 

Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin Gin Phe Gin Lys Glu 
645 650 655 

Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin Asn lie Phe Ala lie 
660 665 670 

Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn Glu Thr lie Val Glu 
675 680 685 

Asn Leu Leu Ala Asn Val Tyr His Gin lie Asn His Leu Lys Thr Val 
690 695 700 

Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr Arg Gly Lys Leu Met 
705 710 715 720 

Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu 
725 730. 735 

Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr lie Val Arg Val Glu 
740 745 750 

lie Leu Arg Asn Phe Tyr Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg 
755 760 765 

Asn 

<210> 495 
<211> 498 
<212> DNA 

<213> Homo sapiens 
<400> 495 

atgagctaca acttgcttgg attcctacaa agaagcagca attttcagtg tcagaagctc 60 
ctgtggcaat tgaatgggag gcttgaatat tgcctcaagg acaggatgaa ctttgacatc 120 
cctgaggaga ttaagcagct gcagcagttc cagaaggagg acgccgcatt gaccatctat 180 
gagatgctcc agaacatctt tgctattttc agacaagatt catctagcac tggctggaat 240 
gagactattg ttgagaacct cctggctaat gtctatcatc agataaacca tctgaagaca 300 
gtcctggaag aaaaactgga gaaagaagat ttcaccaggg gaaaactcat gagcagtctg 360 
cacctgaaaa gatattatgg gaggattctg cattacctga aggccaagga gtacagtcac 420 
tgtgcctgga ccatagtcag agtggaaatc ctaaggaact tttacttcat taacagactt 480 
acaggttacc tccgaaac 498 

<210> 496 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 496 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
1 5 10 15 
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Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 

Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu He Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 497 
<211> 769 
<212> PRT 
<213> Homo sapiens 

<400> 497 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 HO 



382 



WO 2005/003296 



PCT/US2004/0C1369 



Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

^Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser 
275 280 285 

He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro v Leu Leu Glu Lys 
290 295 .300 

Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 . 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 



Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 
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Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Met Ser Tyr Asn Leu 
595 600 605 

Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu 
610 615 620 

Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn 
625 630 635 640 

Phe Asp He Pro Glu Glu He Lys Gin Leu Gin Gin Phe Gin Lys Glu 
645 650 655 

Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin Asn He Phe Ala He 
660 665 670 

Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn Glu Thr He Val Glu 
675 680 685 

Asn Leu Leu Ala Asn Val Tyr His Gin He Asn His Leu Lys Thr Val 
690 695 700 

Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr Arg Gly Lys Leu Met 
705 710 715 720 
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Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu 
725 730 735 

Lys Ala Lys Glu Tyr Ser HisiCys Ala Trp Thr lie Val Arg Val Glu 
740 745 750 

lie Leu Arg Asn Phe Tyr Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg 
755 * 760 765 

) 

Asn 

<210> 498 
<211> 498 
<212> DNA 
<213> Homo sapiens 

<400> 498 

atgagctaca acttgcttgg attcctacaa agaagcagca attttcagtg tcagaagctc 60 
ctgtggcaat tgaatgggag gcttgaatat tgcctcaagg acaggatgaa ctttgacatc 120 
cctgaggaga ttaagcagct gcagcagttc cagaaggagg acgccgcatt gaccatctat 180 
gagatgctcc agaacatctt tgctattttc agacaagatt catctagcac tggctggaat 240 
gagactattg ttgagaacct cctggctaat gtctatcatc agataaacca tctgaagaca 300 
gtcctggaag aaaaactgga gaaagaagat ttcaccaggg gaaaactcat gagcagtctg 360 
cacctgaaaa gatattatgg gaggattctg cattacctga aggccaagga gtacagtcac 420 
tgtgcctgga ccatagtcag agtggaaatc ctaaggaact tttacttcat taacagactt 480 
acaggttacc tccgaaac 498 



<210> 499 
<211> 166 
<212> PRT 
<213> Homo sapiens 

<400> 499 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
15 10 15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 

Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 v 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
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115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 

<210> 500 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> .500 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 . 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
.130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
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210 



215 



220 



Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 



Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
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515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp. Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met 
705 710 715 720 

Asn Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 



<210> 501 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 501 
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tgtgatctgc ctcaaaccca cagcctgggt 
atgaggagaa tctctctttt ctcctgcttg 
gaggagtttg gcaaccagtt ccaaaaggct 
cagcagatct tcaatctctt cagcacaaag 
ctagacaaat tctacactga actctaccag 
caggaggaga gggtgggaga aactcccctg 
aaatacttcc gaagaatcac tctctatctg 
gaggttgtca gagcagaaat catgagatcc 
ttaaggagga aggaa 



agcaggagga ccttgatgct cctggcacag 60 
aaggacagac atgactttgg atttccccag 120 
gaaaccatcc ctgtcctcca tgagatgatc 180 
gactcatctg ctgcttggga tgagaccctc 240 
cagctgaatg acttggaagc ctgtgtgatg 300 
atgaatgcgg actccatctt ggctgtgaag 360 
acagagaaga aatacagccc ttgtgcctgg 420 
ctctctttat caacaaactt gcaagaaaga 480 

495 



<210> 502 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 502 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin lie Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met Asn 
100 105 110 

Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr Leu 
115 120 . 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 503 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 503 

caagctgcct taggcttatg tgatctgcct caaaccca 38 
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<210> 504 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 504 

gcgcatggcg cgccttattc cttcctcctt aatctttct 39 



<210> 505 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 505 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 ' 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 HO 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 . 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
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210 



215 



220 



Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Glv 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cvs 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
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Glu 

395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 . 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
4 35 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 46Q 



Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 . 470 475 480 



Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
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515 



520 



525 



Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 .620 

Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys 
625 630 635 ~ 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ser Cys Val Met Gin Glu Val Gly Val He Glu Ser Pro Leu Met 
705 710 715 720 

Tyr Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Ser Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Phe Ser Leu Ser He Asn Leu Gin Lys 
755 760 765 



Arg Leu Lys Ser Lys Glu 
770 



<210> 506 
<211> 495 
<212> DNA 
<213> Homo sapiens 
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<400> 506 

tgtgatctgc ctcaaaccca cagcctgggt agcaggagga ccttgatgct cctggcacag 60 
atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 
gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 
cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 
ctagacaaat tctacactga actctaccag cagctgaatg acctggagtc ctgtgtgatg 300 
caggaagtgg gggtgataga gtctcccctg atgtacgagg actccatcct ggctgtgagg 360 
aaatacttcc aaagaatcac tctatatctg acagagaaga aatacagctc ttgtgcctgg 420 
gaggttgtca gagcagaaat catgagatcc ttctctttat caatcaactt gcaaaaaaga 480 
ttgaagagta aggaa 495 



<210> 507 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 507 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ser Cys Val Met Gin Glu Val Gly Val He Glu Ser Pro Leu Met Tyr 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Ser Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser He Asn Leu Gin Lys Arg 
145 150 155 160 

Leu Lys Ser Lys Glu 
165 



<210> 508 

<211> 38 

<212> DNA 

<213> Homo sapiens 
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<400> 508 

caagctgcct taggcttatg tgatctgcct caaaccca 38 

<210> 509 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 509 

gcgcatggcg cgcctcattc cttactcttc aatctttt 38 

<210> 510 
<211> 774 
<212> PRT 
<213> Homo sapiens 

<400> 510 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 .5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 



394 



WO 2005/003296 



PCT/US2004/001369 



210 



215 



220 



Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 .. 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 



Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
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515 



520 



525 



Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 



Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys 
625 630 635. 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Met 
690 695 700 

Glu Ala Cys Val He Gin Glu Val Gly Val Glu Glu Thr Pro Leu Met 
705 - 710 715 720 

Asn Val Asp Ser He Leu Ala Val Lys Lys Tyr Phe Gin Arg He Thr 
725 730 . 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys. Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Phe Ser Leu Ser Lys He Phe Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 

<210> 511 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 511 

tgtgatctgc ctcaaaccca cagcctgggt agcaggagga ccttgatgct cctggcacag 60 



580 



585 



590 



Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
595 600 



Gin Ala Ala Leu Gly 
605 
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atgaggagaa tctctctttt ctcctgcttg 
gaggagtttg gcaaccagtt ccaaaaggct 
cagcagatcfcr tcaatctctt cagcacaaag 
ctagacaaat tctacactga actctaccag 
caggaggttg gggtggaaga gactcccctg 
aaatacttcc aaagaatcac tctttatctg 
gaggttgtca gagcagaaat catgagatcc 
ttaaggagga aggaa 



aaggacagac atgactttgg atttccccag 120 
gaaaccatcc ctgtcctcca tgagatgatc 180 
gactcatctg ctgcttggga tgagaccctc 240 
cagctgaatg acatggaagc ctgcgtgata 300 
atgaatgtgg actccatctt ggctgtgaag 360 
acagagaaga aatacagccc ttgtgcttgg 420 
ttctctttat caaaaatttt tcaagaaaga 480 

495 



<210> 512 

<211> 165 * 

<212> PRT 

<213> Homo sapiens 

<400> 512 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 . 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Met Glu 
85 90 95 

Ala Cys Val He Gin Glu Val Gly Val Glu Glu Thr Pro Leu Met Asn 
100 105 110 

Val Asp Ser He Leu Ala Val Lys Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Lys lie Phe Gin Glu Arg 
145 150 155 160 . 

Leu Arg Arg Lys Glu 
165 

<210> 513 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 513 

caagctgcct taggcttatg tgatctgcct caaaccca 38 
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<210> 514 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 514 

gcgcatggcg cgccttattc cttcctcctt aatctttct 39 



<210> 515 
<211> 774 
<212> PRT 
<213> Homo sapiens 

<400> 515 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 
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Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp $er He Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 >310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg' Arg Pro Cys Phe 
500 505 510 



Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 
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Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 'Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys' Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 ' 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Thr Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Asp 
675 680 685 

Leu Leu Asp Lys Phe Cys Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met 
705 710 715 720 

Asn Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 



<210> 516 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 516 

tgtgatctgc ctcaaaccca cagcctgggt agcaggagga ccttgatgct cctggcacag 60 
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atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 

gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 

cagcagatct tcaacctctt taccacaaaa gattcatctg ctgcttggga tgaggacctc 240 

ctagacaaat tctgcaccga actctaccag cagctgaatg acttggaagc ctgtgtgatg 300 

caggaggaga gggtgggaga aactcccctg atgaatgcgg actccatctt ggctgtgaag 360 

aaatacttcc gaagaatcac tctctatctg acagagaaga aatacagccc ttgtgcctgg 420 

gaggttgtca gagcagaaat catgagatcc ctctctttat caacaaactt gcaagaaaga 480 

ttaaggagga aggaa 495 

<210> 517 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 517 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg; Arg Thr Leu Met 
1 5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

-Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 

50 55 .. 60 

Asn Leu Phe Thr Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Asp Leu 
65 70 75 80 

Leu Asp Lys Phe Cys Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met Asn 
100 105 110 

Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 518 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 518 

caagctgcct taggcttatg tgatctgcct caaaccca 38 
<210> 519 
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<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 519 

gcgcatggcg cgccttattc cttcctcctt aatctttct 39 

<210> 520 
<211> 774 
<212> PRT 
<213> Homo sapiens 

<400> 520 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Valf Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 • 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 
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Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 . 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 



Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 
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Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Lys He Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 ' 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met 
705 710 715 720 

Asn Val Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr 
725 730 ~ 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 



<210> 521 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 521 

tgtgatctgc ctcaaaccca cagcctgggt 
atgaggagaa tctctctttt ctcctgcttg 
gaggagtttg gcaaccagtt ccaaaaggct 
cagcagatct tcaatctctt cagcacaaag 



agcaggagga ccttgatgct cctggcacag 60 
aaggacagac atgactttgg atttccccag 120 
gaaaccatcc ctgtcctcca tgagatgatc 180 
gactcatctg ctgcttggga tgagaccctc 240 
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ctagacaaat tctacactga actctaccag cagctgaatg acttggaagc ctgtgtgatg 300 
caggaggaga gggtgggaga aactcccctg atgaatgcgg actccatctt ggctgtgaag 360 
aaatacttcc gaagaatcac tctctatctg acagagaaga aatacagccc ttgtgcctgg 420 
gaggttgtca gagcagaaat catgagatcc ctctctttat caacaaactt gcaagaaaga 480 
ttaaggagga aggaa 495 

<210> 522 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 522 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
1 .5 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met Asn 
100 105 110 

Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 523 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 523 

agaagtgctg caaggctgac g 21 



<210> 524 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 524 

acctgaccta caggaaagag 20 

<210> 525 
<211> 742 
<212> PRT 

<213> Homo sapiens 
<400> 525 . 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Pro Thr Ser Ser Ser Thr Lys 
20 25 30 

Lys Thr Gin Leu Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He 
35 40 45 

Leu Asn Gly He Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu 
50 55 60 

Thr Phe Lys Phe Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu 
65 70 75 80 

Gin Cys Leu Glu Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu 
85 90 95 

Ala Gin Ser Lys Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn 
100 105 110 

He Asn Val He Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met 
115 120 125 

Cys Glu Tyr Ala Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg 
130 135 140 

Trp He Thr Phe Ser Gin Ser He He Ser Thr Leu Thr Asp Ala His 
145 150 155 160 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
165 170 175 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
180 185 190 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
195 200 205 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
210 215 220 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
225 230 235 240 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
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245 



250 



255 



Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
260 265 270 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
275 280 285 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
290 295 300 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
305 310 315 320 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
325 330 335 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
340 345 350 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
355 360 365 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
370 375 380 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
385 390 395 400 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
405 410 415 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
420 425 430 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
435 440 445 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
450 455 460 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
465 470 475 480 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
485 490 495 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
500 505 510 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
515 520 525 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
530 535 540 



lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
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545 550 555 560 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
565 570 575 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
580 585 590 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
595 600 605 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
610 615 620 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
625 630 635 • 640 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
645 650 655 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
660 665 670 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
675 680 685 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
690 695 700 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
705 710 715 720 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
725 730 735 

Gin Ala Ala Leu Gly Leu 
740 



<210> 526 
<211> 462 
<212> DNA 
<213> Homo sapiens 

<400> 526 

atgtacagga tgcaactcct gtcttgcatt gcactaagtc ttgcacttgt cacaaacagt 60 

gcacctactt caagttctac aaagaaaaca cagctacaac tggagcattt actgctggat 120 

ttacagatga ttttgaatgg aattaataat tacaagaatc ccaaactcac caggatgctc 180 

acatttaagt tttacatgcc caagaaggcc acagaactga aacatcttca gtgtctagaa 240 

gaagaactca aacctctgga ggaagtgcta aatttagctc aaagcaaaaa ctttcactta 300 

agacccaggg acttaatcag caatatcaac gtaatagttc tggaactaaa gggatctgaa 360 

acaacattca tgtgtgaata tgctgatgag acagcaacca ttgtagaatt tctgaacaga 420 

tggattacct tttgtcaaag catcatctca acactgactt ga 462 

<210> 527 
<211> 153 
<212> PRT 
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<213> Homo sapiens 
<400> 527 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
1 5 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 

Cys Gin Ser He He Ser Thr Leu Thr 
145 150 

<210> 528 
<211> 742 
<212> PRT 
<213> Homo sapiens 

<400> 528 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 
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Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
.305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 



Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 
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Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser V; Val 
465 470 475 —'480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu Gin Leu Glu 
610 615 620 

His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie Asn Asn Tyr 
625 630 635 640 

Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro 



Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu Glu Glu Leu 
660 665 670 

Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys Asn Phe His 
675 680 685 

Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie Val Leu Glu 



645 



650 



655 



690 



695 



700 
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Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr 
705 710 715 720 

Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe Ser Gin Ser 
725 730 735 

lie He Ser Thr Leu Thr 
740 

<210> 529 
<211> 462 
<212> 0NA 
<213> Homo sapiens 

<400> 529 

atgtacagga tgcaactcct gtcttgcatt gcactaagtc ttgcacttgt cacaaacagt 60 

gcacctactt caagttctac aaagaaaaca cagctacaac tggagcattt actgctggat 120 

ttacagatga ttttgaatgg aattaataat tacaagaatc ccaaactcac caggatgctc 180 

acatttaagt tttacatgcc caagaaggcc acagaactga aacatcttca gtgtctagaa 240 

gaagaactca aacctctgga ggaagtgcta aatttagctc aaagcaaaaa ctttcactta 300 

agacccaggg acttaatcag caatatcaac gtaatagttc tggaactaaa gggatctgaa 360 

acaacattca tgtgtgaata tgctgatgag acagcaacca ttgtagaatt tctgaacaga 420 

tggattacct tttgtcaaag catcatctca acactgactt ga 462 

<210> 530 
<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 530 

Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met He Leu Asn Gly He 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu He Ser Asn He Asn Val He 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe. Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe 
130 135 140 
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